
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast04G114900 

Gene Model: Brast04G114900.1.p 

Description: BstEXPB-14 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  

 

https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1
https://brachypodium.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXPB-14 

MAKSCTLALVGALVALSLLVRPIACSRKLATKAVSYKPAPAAKANKNQTTSAAAYS

SGGWLAAGATYYGTPNGDGSDGGACGYQSAVGHRPYSSMIAAGSTPLFLGGKGCG

ACYQVKCTSNKACSGNPATVVITDLSPGGLYPGEPAHFDMSGTALGAMAKPGKADA

LRAGGVLRIQYKRVPCKYPGVNIAFRVDQGSNPFYFKTLIEFEDGDGDLKYVALKQA

GSKQWTNMVQDWGALWRLNNGQRLRGPFSIKLTSDSNRVLVVNNVIPANWKAGAT

YRSLVNYPY* 

CDS (coding sequence) 

>BstEXPB-14 

ATGGCGAAATCTTGCACTTTAGCACTAGTCGGCGCACTGGTGGCGCTCTCACTTCT

TGTGAGACCCATTGCTTGCTCCCGCAAGCTCGCCACCAAGGCAGTCAGCTACAAG

CCTGCACCTGCAGCCAAGGCCAACAAAAACCAGACCACGTCTGCCGCCGCCTAC

AGCTCCGGCGGCTGGTTGGCCGCCGGCGCGACGTATTACGGCACACCAAACGGC

GACGGGAGCGACGGTGGCGCGTGTGGCTACCAAAGCGCTGTCGGGCATCGGCCG

TACTCGTCGATGATCGCCGCCGGGAGCACGCCGCTCTTCTTGGGAGGCAAGGGCT

GCGGCGCGTGCTATCAGGTTAAATGCACGAGCAACAAGGCGTGCTCCGGCAATC

CTGCCACCGTAGTCATCACCGACTTGAGCCCCGGCGGGCTCTACCCCGGCGAGCC

GGCCCATTTCGACATGAGCGGCACGGCCTTGGGCGCCATGGCCAAGCCTGGCAA

GGCCGACGCACTCCGTGCCGGCGGTGTGCTCAGAATCCAGTACAAGAGGGTGCC

ATGCAAGTACCCTGGCGTGAACATTGCCTTCAGGGTGGACCAGGGCTCGAACCCG

TTCTACTTCAAGACCCTGATCGAGTTCGAGGACGGCGACGGCGACCTCAAGTACG

TCGCCCTCAAGCAGGCCGGCAGCAAACAATGGACCAACATGGTGCAGGACTGGG

GCGCGTTGTGGCGCCTCAACAACGGCCAGCGGCTGCGCGGCCCCTTCTCGATCAA

GCTCACCTCCGACTCCAACAGGGTCCTCGTCGTCAACAACGTCATCCCGGCCAAC

TGGAAGGCCGGAGCGACCTACCGCTCCTTGGTCAACTACCCCTACTAA 

 

 

 



Nucleotide 

>BstEXPB-14 

ACATTTCAGCTAAGCTTATCTAGCTTAGCCTCTGAATCCCGAACCACTAGCGCTTA

GCTAGCTCTAGTAGAAGAAGAAGCAACAAGCCAGTAAGCAGCAATGGCGAAATC

TTGCACTTTAGCACTAGTCGGCGCACTGGTGGCGCTCTCACTTCTTGTGAGACCCA

TTGCTTGCTCCCGCAAGCTCGCCACCAAGGCAGTCAGCTACAAGCCTGCACCTGC

AGCCAAGGCCAACAAAAACCAGACCACGTCTGCCGCCGCCTACAGCTCCGGCGG

CTGGTTGGCCGCCGGCGCGACGTATTACGGCACACCAAACGGCGACGGGAGCGA

CGGTTAGTGTGCTAGCTTGCTTAATTTGCTTTTACTGTCAACCGTGCGAATATTTG

GGACCTACATACCGCACGGATAGCTGGAATTGACAGTTGAAACATTCTCAGGTGG

CGCGTGTGGCTACCAAAGCGCTGTCGGGCATCGGCCGTACTCGTCGATGATCGCC

GCCGGGAGCACGCCGCTCTTCTTGGGAGGCAAGGGCTGCGGCGCGTGCTATCAG

GTAAGCGTAATTGTGTGGTCCACCACGGAATAGCTACGGGCTTCGTACTGTAGCT

AGCTCCTCCATTAATGGTGCGAAGTGGTCGGCTACCTGGTCCTCGAGTCCTGACT

GAATGCGTTAATGTGGTCGCGTACCCGCAGGTTAAATGCACGAGCAACAAGGCG

TGCTCCGGCAATCCTGCCACCGTAGTCATCACCGACTTGAGCCCCGGCGGGCTCT

ACCCCGGCGAGCCGGCCCATTTCGACATGAGCGGCACGGCCTTGGGCGCCATGGC

CAAGCCTGGCAAGGCCGACGCACTCCGTGCCGGCGGTGTGCTCAGAATCCAGTAC

AAGAGGTATGTGCATATACACGATCCACCGCAATGCAAAATTCTGCACAAATTTA

CTGCAAGCAGTGTTAAGAACTAGTGGAACTAACCTCTCTGTTTCTTTCGATCCGTT

TAGGGTGCCATGCAAGTACCCTGGCGTGAACATTGCCTTCAGGGTGGACCAGGGC

TCGAACCCGTTCTACTTCAAGACCCTGATCGAGTTCGAGGACGGCGACGGCGACC

TCAAGTACGTCGCCCTCAAGCAGGCCGGCAGCAAACAATGGACCAACATGGTGC

AGGACTGGGGCGCGTTGTGGCGCCTCAACAACGGCCAGCGGCTGCGCGGCCCCTT

CTCGATCAAGCTCACCTCCGACTCCAACAGGGTCCTCGTCGTCAACAACGTCATC

CCGGCCAACTGGAAGGCCGGAGCGACCTACCGCTCCTTGGTCAACTACCCCTACT

AAAACTACAGCTTCTCGATCTCTGCTTGCGTTTCCACTGCACTATCAAACTGCAGC

ATTTGCCAGGAATGAAAGTGCAGGCCGGGTGTGGTAATTATACAAGGGACAGCC

GTGTGTGAATTTATACCGCGGGAAGAAAAATGTGCGTCCGGGTGTTGTGGCAGAG

GCGCTGCCAGAAGGAGGAGGAGGAGGTTACCGAAATCGAGTTCTTCCCTCCATG

GCCTCTGCATTCCCCTAGTGATGTATATCATCTATGTGTCTGTATTTTTTTTTTCTT

TTGTTCCTCTGTTTTGTACTTTTGTTGTCGAGGAGAAGCTATAGTTCGGACTGCAG

CTAAAGTTGCATGCCGATGTACCAAGTTGTGTGTTCTTTTTTACCACGCAATCCTT

GAGAGAAATCAATCGTTACTG 


