IDENTIFICATION

Species: Brassica oleracea capitata
Locus: Bol010450

Gene Model: Bol010450
Description: BolEXPA-16
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata vl O

EXTERNAL RESOURCES
http://www.ocri-genomics.org/bolbase/login.htm
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GENE STRUCTURE

BolEXPA-16
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Legend:

Exon — Intron
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Superfanilies PLN00193

Name Accession Description Interval E-value
[+] PLN00193 super family 33423 expansin-A; Provisional 32-262 1.70e-92
SEQUENCES

Peptide

>BolEXPA-16

MGPISSSWSFKKFFAIVFVVFAISGEFVAGY YRPSPWRY AHATFYGDETGSETMGGA
CGYGNLFNSGYGLNTAALSTTLFKDGYACGQCFQIMCVQSKHCYYGNPSTVVTATN
LCPPNWYQDTNNGGWCNPPRTHFDMAKPAFMKLANWRAGIIPVSYRRVPCKRSGG
MRFQFQGNAYWLLIFVMNVGGAGDIKSMAVKGSRTNWISMSHNWGASYQAFSSLY
GQSLSFRITSYTTGETVYAWNVAPSNWNAGMTYKSYTNFR*

CDS (coding sequence)
>BolEXPA-16

ATGGGTCCGATCTCAAGTTCTTGGAGCTTCAAAAAGTTCTTTGCAATAGTCTTTGT
CGTTTTCGCCATCTCCGGTGAGTTTGTCGCCGGATATTACAGGCCGAGCCCGTGG
AGATACGCTCATGCCACTTTCTATGGCGACGAGACCGGTAGTGAAACCATGGGTG
GTGCATGTGGATACGGAAACCTGTTTAACAGTGGTTACGGCCTGAACACGGCGGC
ACTAAGCACGACGTTGTTCAAAGACGGTTACGCATGCGGCCAATGTTTCCAGATA
ATGTGTGTGCAGTCAAAACATTGTTACTATGGAAACCCATCGACGGTGGTCACAG
CCACCAACCTCTGCCCTCCTAATTGGTACCAAGACACCAACAATGGTGGTTGGTG
CAATCCTCCTAGAACCCATTTCGATATGGCTAAACCGGCTTTCATGAAACTCGCT
AACTGGAGGGCTGGCATCATCCCTGTTTCATACCGCAGAGTCCCATGCAAAAGGA
GTGGCGGTATGAGGTTTCAATTCCAAGGCAATGCGTATTGGCTTCTCATCTTTGTC
ATGAATGTCGGCGGCGCCGGAGACATCAAGAGCATGGCCGTGAAAGGTAGCAGG
ACGAATTGGATAAGCATGAGCCACAACTGGGGGGCCTCTTACCAAGCTTTTTCTT
CTCTCTACGGTCAGTCTCTCTCTTTCCGGATCACTTCTTACACCACCGGTGAAACC
GTCTATGCATGGAACGTTGCTCCGTCTAACTGGAACGCCGGTATGACTTACAAGA
GTTACACCAATTTCCGCTGA

Nucleotide
>BolEXPA-16

ATGGGTCCGATCTCAAGTTCTTGGAGCTTCAAAAAGTTCTTTGCAATAGTCTTTGT
CGTTTTCGCCATCTCCGGTGAGTTTGTCGCCGGATATTACAGGCCGAGCCCGTGG
AGATACGCTCATGCCACTTTCTATGGCGACGAGACCGGTAGTGAAACCATGGGTA
CGTAAAATAAACATTTCACTATCATGTACATGTATATTCAATATAATCACCAAAA



TCAAAATATGTTTTGATATTCATAAATTTCTTTATTTTATTTTCCTTATGTACAATT
TTTCTCAAAATAATTTTTGTTTTCAAAATTTATTCCTCGTATAAATCCGTGATTACC
TAGATAATAACAACAATTCATACATATAATCAATGACATAATACGTATATATGCA
GGTGGTGCATGTGGATACGGAAACCTGTTTAACAGTGGTTACGGCCTGAACACGG
CGGCACTAAGCACGACGTTGTTCAAAGACGGTTACGCATGCGGCCAATGTTTCCA
GATAATGTGTGTGCAGTCAAAACATTGTTACTATGGAAACCCATCGACGGTGGTC
ACAGCCACCAACCTCTGCCCTCCTAATTGGTACCAAGACACCAACAATGGTGGTT
GGTGCAATCCTCCTAGAACCCATTTCGATATGGCTAAACCGGCTTTCATGAAACT
CGCTAACTGGAGGGCTGGCATCATCCCTGTTTCATACCGCAGGTATATCTCATTTT
CGAAAATTTATATTTCAGTTTTGACCTACTTTCTTATACAATATCTTACTATATATG
ACGACACTTGATATAAGTACTCCAAAAATTGTGTAGCTAATATTTTATTTTATGCG
ACTTATTGATGTCTGTAGAGTCCCATGCAAAAGGAGTGGCGGTATGAGGTTTCAA
TTCCAAGGCAATGCGTATTGGCTTCTCATCTTTGTCATGAATGTCGGCGGCGCCGG
AGACATCAAGAGCATGGCCGTGAAAGGTAGCAGGACGAATTGGATAAGCATGAG
CCACAACTGGGGGGCCTCTTACCAAGCTTTTTCTTCTCTCTACGGTCAGTCTCTCT
CTTTCCGGATCACTTCTTACACCACCGGTGAAACCGTCTATGCATGGAACGTTGCT
CCGTCTAACTGGAACGCCGGTATGACTTACAAGAGTTACACCAATTTCCGCTGA




