IDENTIFICATION

Species: Brassica oleracea capitata
Locus: Bol030157

Gene Model: Bol030157
Description: BolEXPB-06
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata vl O

EXTERNAL RESOURCES
http://www.ocri-genomics.org/bolbase/login.htm



https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata_v1_0
http://www.ocri-genomics.org/bolbase/login.htm

GENE STRUCTURE

BolEXPE-06
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq, MYSAGGPSLYKSGRGOGACY QI KL TSNOACS TNPYTAV I TDECGOGCLTESYHF DL SG TAF GAMAYPGCDSOLR TAGYL QI LYRKVECNYNSE TYVF OvDGG SNAY YFAAL VE YWNGDGE IGLVELKQALDSOT UL PHMSHS*
specific hits < Pollen_allerg_1 4
Superfanilies DPBB_EXPB_N

List of domain hits ”

Name Accession Description Interval E-value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 1-88 1.30e-51
[+] Pollen_allerg_1 pfam01357 Pollen allergen. This family contains allergens lol Pl, Pl and PIII from Lolium perenne 97-141 1.37e-15

SEQUENCES
Peptide
>BolEXPB-06

MVSAGGPSLYKSGRGCGACYQIKCTSNQACSTNPVTAVITDECGQGCLTESVHFDLS
GTAFGAMAVPGQDSQLRTAGVLQILYRKVECNYNSETVVFQVDGGSNAYYFAALVE
YVNGDGEIGLVELKQALDSDTWLPMSHS*

CDS (coding sequence)
>BolEXPB-06

ATGGTATCAGCCGGAGGTCCGTCGTTGTATAAGTCGGGGAGAGGATGTGGTGCAT
GTTATCAGATAAAATGCACTTCGAACCAGGCGTGTTCGACGAATCCGGTTACGGC
AGTGATTACAGACGAATGTGGACAAGGATGCCTCACAGAGTCGGTTCATTTCGAT
TTGAGCGGTACAGCGTTTGGTGCGATGGCCGTTCCCGGTCAAGATAGTCAGCTTC
GAACTGCAGGAGTTTTGCAGATTCTTTATAGAAAAGTTGAGTGCAACTATAATAG
CGAAACGGTGGTGTTTCAAGTGGACGGAGGTTCTAACGCCTACTACTTCGCGGCT
TTGGTTGAGTATGTAAACGGAGACGGCGAAATAGGCCTAGTTGAACTCAAACAA
GCGTTAGATTCTGACACATGGCTTCCGATGAGCCACTCATAA

Nucleotide
>BolEXPB-06

ATGGTATCAGCCGGAGGTCCGTCGTTGTATAAGTCGGGGAGAGGATGTGGTGCAT
GTTATCAGGTCTGCATGATCAAAATAATTACAATTAAGCAGAAGCGTTTAATACA
TTTAAAATATATCAAAAGTTTTTAAAAAATTACACGTTTGGTTAATATAATGCAC
AGATAAAATGCACTTCGAACCAGGCGTGTTCGACGAATCCGGTTACGGCAGTGAT
TACAGACGAATGTGGACAAGGATGCCTCACAGAGTCGGTTCATTTCGATTTGAGC
GGTACAGCGTTTGGTGCGATGGCCGTTCCCGGTCAAGATAGTCAGCTTCGAACTG
CAGGAGTTTTGCAGATTCTTTATAGAAAGTATATATGTCACATTAGATAAATAAC
TACAACAATATTGTTATATGCTAATGTTTGGTTTATTGATTTTGTTCTAAATATTGT
ACTTTCATTTATATATATTGTAGAGTTGAGTGCAACTATAATAGCGAAACGGTGG
TGTTTCAAGTGGACGGAGGTTCTAACGCCTACTACTTCGCGGCTTTGGTTGAGTAT



GTAAACGGAGACGGCGAAATAGGCCTAGTTGAACTCAAACAAGCGTTAGATTCT
GACACATGGCTTCCGATGAGCCACTCATAA



