IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy3G201200

Gene Model: Brasy3G201200.1.p
Description: BsyEXLA-04
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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Query seq.
Specific hits
Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfanily

List of domain hits .
Name Accession Description Interval E-value
[+] DPBB_EXLA_N ©d22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 34-167 397e-52
[+] Pollen_allerg_1 super family cl08320 Pollen allergen; This family contains allergens lol PI, PIl and Plil from Lolium perenne 188-256 7.35e-04

>BsyEXLA-04

MAAAVSACPMESASSRLFLLLAFLFIVAVVGGSSPASACGSCVRRSKAAYRASSPAL
DNAGSCGYGALATTLDAGGLLAAVSPALYRNGAGCGACYQVRCTDAGLCSASGAR
VVVTDQARVTDRTDLVLTGAAYAAMARGGGGTPAARELRERRAVNVEYRRVPCEH
HGHRNLSVRVEEGAPEAGQQLAIRFLYQGGQTDIVAVDVAAAAGSSSSGWRPMARE
RGGPAWRTTGRGAPEGPLRMRMVVTGGYDGKWVWADGEVIPRRWKAGRVYDTG
VQIADVALDGCHGHPCHDDTREWR*

CDS (coding sequence)
>BsyEXLA-04

ATGGCGGCCGCCGTGTCCGCCTGCCCTATGGAGAGCGCTAGCTCGCGCTTGTTCC
TCCTCCTTGCCTTCCTCTTCATCGTCGCCGTCGTCGGCGGCTCGTCTCCTGCTTCGG
CGTGCGGCAGCTGCGTGCGCCGGTCCAAGGCCGCGTACCGCGCLLCTCCTCCCCCGC
CCTGGACAACGCCGGTTCTTGCGGATACGGCGCCCTAGCCACAACCCTGGACGCC
GGCGGGCTCCTCGCCGCCGTGAGCCCCGCGCTGTACAGGAACGGLGLCGGLTGL
GGCGCGTGCTACCAGGTCCGCTGCACGGACGCCGGCCTCTGCAGCGLGTCCGGLG
CCAGGGTAGTCGTCACGGACCAGGCGCGCGTCACGGACCGCACCGACCTCGTGCT
CACGGGCGCGGCGTACGCGGCCATGGCCCGCGGLCGGLGGLGGLALCGLLLGLeaL
GCGGGAGCTCAGGGAGCGGCGCGCCGTGAATGTGGAGTACAGGCGCGTGCCGTG
CGAGCACCACGGGCACCGCAACCTGTCGGTGCGCGTGGAGGAGGGCGCGCCGGA
AGCAGGGCAGCAGCTGGCGATCAGGTTCCTGTACCAGGGCGGGCAGACGGACAT
CGTGGCCGTGGACGTGGCGGCGGCTGCCGGGTCGTCGTCGTCGGGGTGGAGGCC
CATGGCCCGGGAGCGCGGCGGGCLCGGLCGTGGAGGACGALCGGGLLGGGGLGLGLL
GGAGGGCCCGCTAAGGATGAGGATGGTGGTGACCGGAGGGTACGACGGGAAGTG
GGTGTGGGCCGACGGGGAGGTCATCCCGCGGCGGTGGAAGGCCGGACGGGTGTA
TGACACCGGGGTCCAGATCGCCGACGTGGCTCTGGATGGGTGCCACGGCCACCCC
TGCCACGACGACACCCGAGAGTGGAGGTGA



Nucleotide
>BsyEXLA-04

CATCTCCGTCCACACACCACCCATAGATCTCATCGTTCTTGTCCCCTCGTAATCGA
ATCCCAATCGTTTCCTCGTCACCTCATTCAACGCCGCCGCCTTCTCCGGTCCTTCC
CGCATTTTGGCTGGCTACATGAGGATTCTGTGTTCTCTTCAGCCAGCAGTTACTCT
CTTTTGCTGCTGCATAAACGGCAACCGCGTCCGGTACAGCTAGTCGCCGAGCTGC
CTGTGGTTACCCGAGTTTATCCTATAGATTCCTAGTACTCGCTCAGTCGCCCACGT
CGCCCGACGCGTGTCCAGCCAGGACGAGCCTTTGGTCGGTGGCCACTCAACCTCC
ATCTCTATATCCACCCCACACGGCCACGGGGAGCAGCGACCGCGCCTTCCTCCCA
ATCCCAATTCCCAAGTCCCGCCCGAGTTAACTCCCAGCCGCGGCGCGCGCCCAAA
ACATTCTGCTCCGTTCCACGAGACCACGGCCGTCAGCCGGCACCATATACTTATA
TCTAGTACCGCGGCGGCAGCAACTGGCCAACGTGCCGCGTCGAGTATAAAGCTCT
GTTCTGTTCTGTTCTGTTCGATCTCACCCAAGAGACAGCTAGAGAACTCCTTCCTT
CGAGTAGCACGCGTCTTCAAGCTCGATCGATTCGATCCATTCATGGCGGCCGCCG
TGTCCGCCTGCCCTATGGAGAGCGCTAGCTCGCGCTTGTTCCTCCTCCTTGCCTTC
CTCTTCATCGTCGCCGTCGTCGGCGGCTCGTCTCCTGCTTCGGCGTGCGGCAGCTG
CGTGCGCCGGTCCAAGGCCGCGTACCGCGCCTCCTCCCCCGCCCTGGACAACGGT
ACGTGTCTACGGAGAATGATCGACATCCGCAGGCTTCAATTTCTTCGTGCCTTGC
GCAATTGCCAATTGGTTGGTTGGTTCGTTAATTGATTTCGTTTGCTGAATTGTGCG
TCCGTGCAGCCGGTTCTTGCGGATACGGCGCCCTAGCCACAACCCTGGACGCCGG
CGGGCTCCTCGCCGCCGTGAGCCCCGCGCTGTACAGGAACGGCGCCGGLCTGLGGL
GCGTGCTACCAGGTCCGCTGCACGGACGCCGGCCTCTGCAGCGCGTCCGGLCGCCA
GGGTAGTCGTCACGGACCAGGCGCGCGTCACGGACCGCACCGACCTCGTGCTCAC
GGGCGCGGCGTACGCGGCCATGGCCLCGLGGLGGLGGLGGLCACGLCLCLGLLGLGLG
GGAGCTCAGGGAGCGGCGCGCCGTGAATGTGGAGTACAGGCGCGTGCCGTGCGA
GCACCACGGGCACCGCAACCTGTCGGTGCGCGTGGAGGAGGGCGCGCCGGAAGC
AGGGCAGCAGCTGGCGATCAGGTTCCTGTACCAGGGCGGGCAGACGGACATCGT
GGCCGTGGACGTGGCGGCGGCTGCCGGGTCGTCGTCGTCGGGGTGGAGGCCCAT
GGCCCGGGAGCGCGGLCGGGLCCGGCGTGGAGGACGACGGGLLCGGGGLGLGLLGE
AGGGCCCGCTAAGGATGAGGATGGTGGTGACCGGAGGGTACGACGGGAAGTGGG
TGTGGGCCGACGGGGAGGTCATCCCGCGGCGGTGGAAGGCCGGACGGGTGTATG
ACACCGGGGTCCAGATCGCCGACGTGGCTCTGGATGGGTGCCACGGCCACCCCTG
CCACGACGACACCCGAGAGTGGAGGTGACTCGGAGGAGCCGAGAGGAGCCCGCT
CACTGTACAGTAGTCTTTCCGTTTCTTCTCGTTAATTTCTTCTCCGAAACGAAAGG
AATGAGATTGGATCAATCGAGGAGTCAAACATGCCGTTGCAATTGGGACCTAGG
GGGGGAGGGTCCGTGTGTGTGCGCGTGCGTGCACTCCACGATGTGTGGCGGGCGC
GTCGTTGCTCGTTGGTGCTTTAATTTGCCGACTTGGGCTAGTGCGTGCACGACGAT
CGATCACTGGCTTTGGTCGTCGTCGTCACGACGGCTGCCGTGCGTACTCGCTTCTG
CTGTGGTCGTGCTCCTTCGTAGCTGCATTTCGCACTCCGCCATATAGGATTTGGGT
CCGGTAGGAGAGGACCCCGTAGCGCTGTACTCCAGTATTTAGTGGTTGACAGAAA
CATCCAAACGAGCACTTTGAATTTCACTTGAACTTTCGGGCAATCAGGCAGGTGA
TATTTAAGCTAGACTACAAACCAAACTACACAAAAGAGAAGATTCTAAAGTTAG
GCGTAAAAGCCGCCGATCAGCGTCCAACGTTTTCAATCTAAAGCGTGGTAATTTT
GCAAAAAACCGCTCGCAGCCTCCATCAGTCAGGTCTCTATTTGTCAAAACCACCC
CTAGCAAGACACGCTTCTCCCAAATCCAGTTCTCCCCCAGTCCTCCACGATTGCTA
CAGCTCTGACGATCCCCAAGCTGGCGGCCATCAACGGCGATAACTAGTGCGACCG



AGGCTGGATCACGTTGATGGCGACCAAAACCTGAGCCCTACAACAACCATCCCG

ACGACGCAGAATCTACACAAAGTGGTGACCTCCTGGATGTGGAGGCCCCATGAC
GACGCCGGCAATCTCTCTCGCCATGCTATGCCGACGATGACAACCAAATTCCTGT
TTTTTGCTGATCTTGTTTAACACAGCTAGGTCTTATAGCATAGTCTTGTCGATTGC
AATTTTTCGTTCTT





