
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy3G201200 

Gene Model: Brasy3G201200.1.p 

Description: BsyEXLA-04 

Family: Expansin Like Alpha 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXLA-04 

MAAAVSACPMESASSRLFLLLAFLFIVAVVGGSSPASACGSCVRRSKAAYRASSPAL

DNAGSCGYGALATTLDAGGLLAAVSPALYRNGAGCGACYQVRCTDAGLCSASGAR

VVVTDQARVTDRTDLVLTGAAYAAMARGGGGTPAARELRERRAVNVEYRRVPCEH

HGHRNLSVRVEEGAPEAGQQLAIRFLYQGGQTDIVAVDVAAAAGSSSSGWRPMARE

RGGPAWRTTGRGAPEGPLRMRMVVTGGYDGKWVWADGEVIPRRWKAGRVYDTG

VQIADVALDGCHGHPCHDDTREWR* 

CDS (coding sequence) 

>BsyEXLA-04 

ATGGCGGCCGCCGTGTCCGCCTGCCCTATGGAGAGCGCTAGCTCGCGCTTGTTCC

TCCTCCTTGCCTTCCTCTTCATCGTCGCCGTCGTCGGCGGCTCGTCTCCTGCTTCGG

CGTGCGGCAGCTGCGTGCGCCGGTCCAAGGCCGCGTACCGCGCCTCCTCCCCCGC

CCTGGACAACGCCGGTTCTTGCGGATACGGCGCCCTAGCCACAACCCTGGACGCC

GGCGGGCTCCTCGCCGCCGTGAGCCCCGCGCTGTACAGGAACGGCGCCGGCTGC

GGCGCGTGCTACCAGGTCCGCTGCACGGACGCCGGCCTCTGCAGCGCGTCCGGCG

CCAGGGTAGTCGTCACGGACCAGGCGCGCGTCACGGACCGCACCGACCTCGTGCT

CACGGGCGCGGCGTACGCGGCCATGGCCCGCGGCGGCGGCGGCACGCCCGCCGC

GCGGGAGCTCAGGGAGCGGCGCGCCGTGAATGTGGAGTACAGGCGCGTGCCGTG

CGAGCACCACGGGCACCGCAACCTGTCGGTGCGCGTGGAGGAGGGCGCGCCGGA

AGCAGGGCAGCAGCTGGCGATCAGGTTCCTGTACCAGGGCGGGCAGACGGACAT

CGTGGCCGTGGACGTGGCGGCGGCTGCCGGGTCGTCGTCGTCGGGGTGGAGGCC

CATGGCCCGGGAGCGCGGCGGGCCGGCGTGGAGGACGACGGGCCGGGGCGCGCC

GGAGGGCCCGCTAAGGATGAGGATGGTGGTGACCGGAGGGTACGACGGGAAGTG

GGTGTGGGCCGACGGGGAGGTCATCCCGCGGCGGTGGAAGGCCGGACGGGTGTA

TGACACCGGGGTCCAGATCGCCGACGTGGCTCTGGATGGGTGCCACGGCCACCCC

TGCCACGACGACACCCGAGAGTGGAGGTGA 

 

 

 



Nucleotide 

>BsyEXLA-04 

CATCTCCGTCCACACACCACCCATAGATCTCATCGTTCTTGTCCCCTCGTAATCGA

ATCCCAATCGTTTCCTCGTCACCTCATTCAACGCCGCCGCCTTCTCCGGTCCTTCC

CGCATTTTGGCTGGCTACATGAGGATTCTGTGTTCTCTTCAGCCAGCAGTTACTCT

CTTTTGCTGCTGCATAAACGGCAACCGCGTCCGGTACAGCTAGTCGCCGAGCTGC

CTGTGGTTACCCGAGTTTATCCTATAGATTCCTAGTACTCGCTCAGTCGCCCACGT

CGCCCGACGCGTGTCCAGCCAGGACGAGCCTTTGGTCGGTGGCCACTCAACCTCC

ATCTCTATATCCACCCCACACGGCCACGGGGAGCAGCGACCGCGCCTTCCTCCCA

ATCCCAATTCCCAAGTCCCGCCCGAGTTAACTCCCAGCCGCGGCGCGCGCCCAAA

ACATTCTGCTCCGTTCCACGAGACCACGGCCGTCAGCCGGCACCATATACTTATA

TCTAGTACCGCGGCGGCAGCAACTGGCCAACGTGCCGCGTCGAGTATAAAGCTCT

GTTCTGTTCTGTTCTGTTCGATCTCACCCAAGAGACAGCTAGAGAACTCCTTCCTT

CGAGTAGCACGCGTCTTCAAGCTCGATCGATTCGATCCATTCATGGCGGCCGCCG

TGTCCGCCTGCCCTATGGAGAGCGCTAGCTCGCGCTTGTTCCTCCTCCTTGCCTTC

CTCTTCATCGTCGCCGTCGTCGGCGGCTCGTCTCCTGCTTCGGCGTGCGGCAGCTG

CGTGCGCCGGTCCAAGGCCGCGTACCGCGCCTCCTCCCCCGCCCTGGACAACGGT

ACGTGTCTACGGAGAATGATCGACATCCGCAGGCTTCAATTTCTTCGTGCCTTGC

GCAATTGCCAATTGGTTGGTTGGTTCGTTAATTGATTTCGTTTGCTGAATTGTGCG

TCCGTGCAGCCGGTTCTTGCGGATACGGCGCCCTAGCCACAACCCTGGACGCCGG

CGGGCTCCTCGCCGCCGTGAGCCCCGCGCTGTACAGGAACGGCGCCGGCTGCGGC

GCGTGCTACCAGGTCCGCTGCACGGACGCCGGCCTCTGCAGCGCGTCCGGCGCCA

GGGTAGTCGTCACGGACCAGGCGCGCGTCACGGACCGCACCGACCTCGTGCTCAC

GGGCGCGGCGTACGCGGCCATGGCCCGCGGCGGCGGCGGCACGCCCGCCGCGCG

GGAGCTCAGGGAGCGGCGCGCCGTGAATGTGGAGTACAGGCGCGTGCCGTGCGA

GCACCACGGGCACCGCAACCTGTCGGTGCGCGTGGAGGAGGGCGCGCCGGAAGC

AGGGCAGCAGCTGGCGATCAGGTTCCTGTACCAGGGCGGGCAGACGGACATCGT

GGCCGTGGACGTGGCGGCGGCTGCCGGGTCGTCGTCGTCGGGGTGGAGGCCCAT

GGCCCGGGAGCGCGGCGGGCCGGCGTGGAGGACGACGGGCCGGGGCGCGCCGG

AGGGCCCGCTAAGGATGAGGATGGTGGTGACCGGAGGGTACGACGGGAAGTGGG

TGTGGGCCGACGGGGAGGTCATCCCGCGGCGGTGGAAGGCCGGACGGGTGTATG

ACACCGGGGTCCAGATCGCCGACGTGGCTCTGGATGGGTGCCACGGCCACCCCTG

CCACGACGACACCCGAGAGTGGAGGTGACTCGGAGGAGCCGAGAGGAGCCCGCT

CACTGTACAGTAGTCTTTCCGTTTCTTCTCGTTAATTTCTTCTCCGAAACGAAAGG

AATGAGATTGGATCAATCGAGGAGTCAAACATGCCGTTGCAATTGGGACCTAGG

GGGGGAGGGTCCGTGTGTGTGCGCGTGCGTGCACTCCACGATGTGTGGCGGGCGC

GTCGTTGCTCGTTGGTGCTTTAATTTGCCGACTTGGGCTAGTGCGTGCACGACGAT

CGATCACTGGCTTTGGTCGTCGTCGTCACGACGGCTGCCGTGCGTACTCGCTTCTG

CTGTGGTCGTGCTCCTTCGTAGCTGCATTTCGCACTCCGCCATATAGGATTTGGGT

CCGGTAGGAGAGGACCCCGTAGCGCTGTACTCCAGTATTTAGTGGTTGACAGAAA

CATCCAAACGAGCACTTTGAATTTCACTTGAACTTTCGGGCAATCAGGCAGGTGA

TATTTAAGCTAGACTACAAACCAAACTACACAAAAGAGAAGATTCTAAAGTTAG

GCGTAAAAGCCGCCGATCAGCGTCCAACGTTTTCAATCTAAAGCGTGGTAATTTT

GCAAAAAACCGCTCGCAGCCTCCATCAGTCAGGTCTCTATTTGTCAAAACCACCC

CTAGCAAGACACGCTTCTCCCAAATCCAGTTCTCCCCCAGTCCTCCACGATTGCTA

CAGCTCTGACGATCCCCAAGCTGGCGGCCATCAACGGCGATAACTAGTGCGACCG



AGGCTGGATCACGTTGATGGCGACCAAAACCTGAGCCCTACAACAACCATCCCG

ACGACGCAGAATCTACACAAAGTGGTGACCTCCTGGATGTGGAGGCCCCATGAC

GACGCCGGCAATCTCTCTCGCCATGCTATGCCGACGATGACAACCAAATTCCTGT

TTTTTGCTGATCTTGTTTAACACAGCTAGGTCTTATAGCATAGTCTTGTCGATTGC

AATTTTTCGTTCTT 




