IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy2G262200

Gene Model: Brasy2G262200.1.p
Description: BsyEXPB-06
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy



https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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DOMAIN ARCHITECTURE
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Query seq.

specific hits 3

| Pollen_allerg_1
Superfanilies \ DPBB_R1pA_EXP_N-1ike superfamily Pollen_allerg_1 superfanily

List of domain hits i
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins ... 100-233 3.09e-69
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and PIIl from Lelium perenne 241-319 1.37e-28

>BsyEXPB-06

MGTSKQELELELELELELELELPLLFDFIFFSMYSQAKENHCPFVTSLVKQIVHQMYTS
DRVLCVASKLQLLSFIAITVAVTLLFHPCASVEFQHELSSWSGGIATWYGDANGAGSE
GGACGYQYAVDQPPFSSMIAAGSPFIYDSGDGCGSCYRVMCGGNEACSGIPVTVVIT
DQGPGGGPCLSELVDGQCQNEAAHFDMSGTAFGAMAKPGQADQLRGAGLLQIQYT
RVQCDWTGVGLTFKVDTGSNPNYLAVLVEYEDSDSDLAAVDLMPSSTGATSAWIPM
QQSWGAVWKLNSGSTLQGPFSIRLTFRSGKMLVAGNAIPAGWNPGVAYQPGGIAVR
DGHRASGGCRGYGLYHYLLLFAILLQL*

CDS (coding sequence)
>BsyEXPB-06

ATGGGTACATCCAAACAGGAATTGGAATTGGAATTGGAATTGGAATTGGAATTG
GAATTGGAATTGCCTCTTCTCTTTGATTTCATCTTTTTTTCAATGTATTCCCAGGCA
AAGGAGAACCACTGTCCATTCGTTACATCCCTAGTTAAACAAATTGTTCATCAAA
TGTACACATCCGATAGAGTGCTGTGTGTGGCTTCCAAGCTTCAGCTCTTGTCCTTC
ATTGCCATTACAGTTGCTGTCACTTTGCTCTTCCACCCTTGTGCATCCGTTGAGTTC
CAGCATGAACTCTCCAGCTGGTCCGGTGGCATCGCTACGTGGTATGGTGACGCTA
ATGGTGCTGGAAGTGAAGGTGGTGCATGTGGATACCAGTATGCTGTTGACCAGCC
GCCATTCTCATCCATGATTGCCGCTGGCAGCCCTTTCATATATGATTCTGGCGATG
GCTGTGGGTCGTGCTACCGGGTTATGTGTGGTGGCAATGAAGCTTGCTCTGGTAT
TCCAGTGACCGTCGTCATCACAGACCAGGGCCCTGGCGGCGGGCCATGCCTGAGC
GAGCTAGTCGATGGCCAGTGCCAGAATGAGGCAGCCCATTTCGACATGAGCGGA
ACAGCATTTGGTGCCATGGCGAAGCCTGGCCAGGCTGACCAACTCCGCGGAGCTG
GCCTCCTGCAAATCCAGTATACCCGTGTGCAGTGTGACTGGACTGGTGTAGGCTT
GACCTTCAAAGTGGACACCGGATCAAACCCAAACTACCTCGCTGTGCTCGTCGAG
TACGAGGACAGCGACAGCGACCTTGCGGCTGTCGATCTCATGCCGAGCAGCACTG
GGGCGACATCAGCATGGATCCCAATGCAGCAGTCCTGGGGAGCAGTGTGGAAAC
TCAACTCCGGCTCCACCCTCCAGGGGCCGTTCTCCATACGCCTGACGTTCAGGTCT
GGCAAGATGCTCGTCGCCGGCAATGCCATACCTGCCGGGTGGAACCCTGGCGTTG
CGTACCAACCAGGCGGCATTGCGGTGAGGGATGGCCACCGGGCGAGCGGTGGCT




GTCGGGGCTATGGGCTATACCACTATCTCCTGTTGTTTGCGATATTACTTCAGCTC
TGA

Nucleotide
>BsyEXPB-06

AAACTTAGAAAAAATACAATTCAAGTCATGGGTACATCCAAACAGGAATTGGAA
TTGGAATTGGAATTGGAATTGGAATTGGAATTGGAATTGCCTCTTCTCTTTGATTT
CATCTTTTTTTCAATGTATTCCCAGGCAAAGGAGAACCACTGTCCATTCGTTACAT
CCCTAGTTAAACAAATTGTTCATCAAATGTACACATCCGATAGGTAACATGCGCT
TCTTCTTTATGCTTGTCTTCTATCTCTCCTTGCAAGCCAACACTATCTTTGACCTGA
CCAGCCAAAGCAAATTTCAGAGTGCTGTGTGTGGCTTCCAAGCTTCAGCTCTTGT
CCTTCATTGCCATTACAGTTGCTGTCACTTTGCTCTTCCACCCTTGTGCATCCGTTG
AGTTCCAGCATGAACTCTCCAGCTGGTCCGGTGGCATCGCTACGTGGTATGGTGA
CGCTAATGGTGCTGGAAGTGAAGGTAATAGATATCCGCTCTGCCCAAACTGGCGC
CTGATTGCCTGGCGTAGTAAATTAGTGTCTGATGTATGCATGCCTCAACTATATGT
GCTGTAGGTGGTGCATGTGGATACCAGTATGCTGTTGACCAGCCGCCATTCTCAT
CCATGATTGCCGCTGGCAGCCCTTTCATATATGATTCTGGCGATGGCTGTGGGTCG
TGCTACCGGGTGCGTGCAGCTCGATGCAGCTGAGGCCATGAGCATGATTGTAACT
GTCTATCATTTGACATTTGGAAATCTTGATTCATCAGGTTATGTGTGGTGGCAATG
AAGCTTGCTCTGGTATTCCAGTGACCGTCGTCATCACAGACCAGGGCCCTGGCGG
CGGGCCATGCCTGAGCGAGCTAGTCGATGGCCAGTGCCAGAATGAGGCAGCCCA
TTTCGACATGAGCGGAACAGCATTTGGTGCCATGGCGAAGCCTGGCCAGGCTGAC
CAACTCCGCGGAGCTGGCCTCCTGCAAATCCAGTATACCCGGTACGCATGCATCG
ATGAACATAGATCGTAGTTACTTTACATGGCCTCTTGCAACAGATATATGGTTTCC
ATTAATCTGCTGTGTTAGCAATTTGTGATTGTACCAGTGTGCAGTGTGACTGGACT
GGTGTAGGCTTGACCTTCAAAGTGGACACCGGATCAAACCCAAACTACCTCGCTG
TGCTCGTCGAGTACGAGGACAGCGACAGCGACCTTGCGGCTGTCGATCTCATGCC
GAGCAGCACTGGGGCGACATCAGCATGGATCCCAATGCAGCAGTCCTGGGGAGC
AGTGTGGAAACTCAACTCCGGCTCCACCCTCCAGGGGCCGTTCTCCATACGCCTG
ACGTTCAGGTCTGGCAAGATGCTCGTCGCCGGCAATGCCATACCTGCCGGGTGGA
ACCCTGGCGTTGCGTACCAACCAGGCGGCATTGCGGTGAGGGATGGCCACCGGG
CGAGCGGTGGCTGTCGGGGCTATGGGCTATACCACTATCTCCTGTTGTTTGCGAT
ATTACTTCAGCTCTGATGTGACTCTAGTCCGGTGGTTTTCTGTGTCACTTGTCTAC
GATTAACAGGGTGGATGGATGTATTAGCTGTGTTTTACTTGTAGCTTTGAGGATG
GATTTCTTTGAGCAGTATGCAACTATTCTGACATCCTGCTAGCGTAGTTTTGTTTG
GAGAATCTCAGTGTAACTGGTTGATTCAACTGGCTGGGTAGGTGAAGCGAGCATC
TATGTTTCTCAAGTGATGGTGTGATGCATTTTTTTTTAATATCCATCAAAGTTTCA
AACT






