
IDENTIFICATION 

Species: Oryza sativa 

Locus: LOC_Os06g45200 

Gene Model: LOC_Os06g45200.1 

Description: OstEXPB-15 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0  

KEGG: https://www.genome.jp/entry/T01015  

EXTERNAL RESOURCES 

http://rice.uga.edu/  

https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
https://www.genome.jp/entry/T01015
http://rice.uga.edu/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OstEXPB-15 

MTPTDTISMMHWEYIAIHFIHSLELVTNVAISEVEIREKGGKDWVALKESSTNTCTIKS

EAPLKGPFSVRFLVKNGGYRVVDNVGEGSSDTSLELVTNVTISEVEVKEKGGKYWV

GLKESSTNTWTLKSEALLKGSFSVRFLVKNGSYHVIDNVIPESFTAGTEYKNGINL* 

CDS (coding sequence) 

>OstEXPB-15 

ATGACACCTACAGATACTATAAGCATGATGCATTGGGAGTACATAGCTATCCATT

TTATACATAGTCTGGAGCTCGTCACTAACGTCGCCATCTCTGAGGTGGAGATCAG

GGAGAAGGGCGGCAAGGACTGGGTGGCGCTCAAGGAGTCGTCAACTAACACATG

CACAATCAAAAGTGAGGCGCCGCTCAAAGGCCCCTTCTCCGTCCGCTTCCTTGTC

AAGAATGGTGGCTACCGTGTCGTTGACAACGTCGGTGAGGGCTCTAGCGACACTA

GTCTAGAGCTCGTCACCAATGTCACCATCTCTGAGGTGGAGGTCAAGGAGAAGG

GTGGCAAGTACTGGGTGGGGCTCAAGGAGTCGTCGACTAACACCTGGACGCTGA

AAAGTGAGGCGCTGCTCAAGGGCTCCTTCTCCGTCCGCTTCCTTGTCAAGAACGG

CAGCTACCATGTCATCGACAACGTCATCCCTGAAAGCTTTACAGCTGGCACTGAA

TACAAGAATGGCATCAACCTCTAA 

Nucleotide 

>OstEXPB-15 

ATGACACCTACAGATACTATAAGCATGATGCATTGGTACATATTTTAGCTTACTC

AGAAGGCAGAGTGCCCACAAATCATGTTCATCCCATCTCCAGCACCGAATGTGTG

GCCATGGATAAAATGGAAATGAATCCAACTTCGAGAAGATTAATCTATGCTTCAC

GTCGTACAATTGGCCAACAATTAAAGTTTTATCTAATATCAGTTATCCGTGTGTTG

CTTCGGATAATAGAAATATATTTAATATTATCTGAAAAATTAAAATTTGCTTTCTA

TTAAATGTGTTAATAATATGTTTGGTAAAGGGAATATTGATCCTAATTTAATTTTA

TACTCCCTCCGTATTTTAATGTATGACGCCGTTGACTTTTTAATAAACGTTTGACC

TTTCGTCTTATTCAAAAAATTTATGTAATTATTATTTATTTTATTGTGACTTGATTT

ATCATCAAATGTTCTTTAAGTATGACATAAGTATTTTTATATTTGCATAAAAAATT

TGAATAAGACGAATGGTCAAACGTTGGTTAAAAGTCAACGGCGTCATACATTAA



AATATGGAGGGAGTACATAGCTATCCATTTTATACATAGTCTGGAGCTCGTCACT

AACGTCGCCATCTCTGAGGTGGAGATCAGGGAGAAGGGCGGCAAGGACTGGGTG

GCGCTCAAGGAGTCGTCAACTAACACATGCACAATCAAAAGTGAGGCGCCGCTC

AAAGGCCCCTTCTCCGTCCGCTTCCTTGTCAAGAATGGTGGCTACCGTGTCGTTGA

CAACGTCATCCCTGAAAGCTTTATGGCCGGCTCTAAATATAAGAGTGGCATCAAC

ATCTAAGTGATAGACATGTGTGTTTTTTTTAAAAAATAATTCTTAACCTCTCTATA

ATTCTTTTTTTTTCAAAATAGAGATCAAGTCTGCATTCGGGGAAGCCAATAATTAA

TTTTCTATGGCTATTTTGTGAAATATGCCATCAACAAAAAAAAAATCCATATGCC

ATGTTCGCATGTTGCTGCAGAGGTATATATCCAGACGATTTTGAGTATATTACGTA

TATAATATTTGTGGGAAAAAGTATAGTTGGTGAACCTTCATCGAGATAGTTTCTT

ACATTTTATTTTCTAAAGTTTGAGTACATATGTATATGTATTTCCACATCAATGAA

GCTTATTTATCTTCTTCAGTATGACAGTATGAAAAAAAATGCTATGAAAGTCGCA

TTTACACTAGTCATTGTTTTGTGACCACAAATTCGTTCATGCGTTGGTCCACATCC

TCCCTAAATGGAAAATGAGGAAATGATTAGTTTTCAATATTTGTAAGTTAAAAAA

TAAGTAGAAAAAAGATGGGATTGCATAGCTGCTATTTGAGAGGTTTGCATGCTCT

ACGCTAGCGAAACAACCGGGACTACCCAAATCACATCTATTTATAGCAATTGCAT

AAGAATTCCTCAACGAAAAAGCCGGCCAACGATCTACATTTGCAATGTGCGTCCA

TGCCTGGTTTTCTAACCCCAGGCGATATAAATAGATGTCGTCCACATCCTCCATAA

ACAAAACATGATGAGGTGATTAATTTTTATTATATAAGTTAAAAACAGTAGAGAA

GATATGTGAATGCATTGCTACTTTTTATGAGGTCTGCTTGTCCTGCGCCAGCGAAA

CAACCGGGACTACCAAGTTTGCATCTATTTATAGGAATTGTATTAGATTTGCTCGA

TGAAAAAGTCGGCCAACGATCTCTTTGCAGCACCATGCGTCCATGCCTGTTTTTCT

TTGCCCCCCGCCACCATAAATACGCACCCAGCTGCAACATGGATCACCAAACATA

TCGATCCTTCCCTCTACCCTTCAAGAAACAAGAAAGACAACACCAACAAACAATC

TATCTTGCTAATGGCCTCGTTGTCCTCCTTCCGGCTCATGCGCCACTGAGCTTGCC

TTCAAGGTCGGTGAGGGCTCTAGCGACACTAGTCTAGAGCTCGTCACCAATGTCA

CCATCTCTGAGGTGGAGGTCAAGGAGAAGGGTGGCAAGTACTGGGTGGGGCTCA

AGGAGTCGTCGACTAACACCTGGACGCTGAAAAGTGAGGCGCTGCTCAAGGGCT

CCTTCTCCGTCCGCTTCCTTGTCAAGAACGGCAGCTACCATGTCATCGACAACGTC

ATCCCTGAAAGCTTTACAGCTGGCACTGAATACAAGAATGGCATCAACCTCTAA 




