
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy3G211400 

Gene Model: Brasy3G211400.1.p 

Description: BsyEXPB-09 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPB-09 

MGRVSTNAIALVALLSAVLVTSGHSQSYDAARSYNSGWLPAKATWYGAPTGAGPD

DNGGACGYKFTNLYPFSSMTSCGNEPLFMDGAGCGTCYQIKCTSANNPACSGQTKT

VMITDMNYYPVARYHFDLSGTAFGAMASYGQNDQLRHAGIIDMQFRRVPCNYPGIN

VIFHVEAGSNPMYLAVLILFANRDGNVVQMDVMESRYGGPTGYWMPMRRSWGAI

WRLDSGHPLQGPFSLRIRSESGATLVAHQALPADWKPDTNYWSNIQYY* 

CDS (coding sequence) 

>BsyEXPB-09 

ATGGGTCGTGTCTCCACCAATGCCATTGCCCTTGTGGCACTCCTCTCGGCCGTGCT

CGTCACCTCCGGGCATTCGCAGAGCTACGATGCCGCTAGATCCTACAACTCCGGC

TGGCTCCCCGCCAAGGCCACCTGGTACGGCGCCCCTACCGGCGCCGGCCCCGACG

ACAACGGTGGTGCGTGCGGCTACAAGTTCACCAATCTGTACCCGTTCTCGTCCAT

GACCTCCTGCGGCAACGAGCCTCTGTTCATGGACGGCGCGGGCTGCGGCACCTGC

TACCAGATCAAGTGCACCAGCGCCAACAACCCTGCCTGCTCCGGCCAGACGAAG

ACCGTCATGATCACCGACATGAACTACTACCCGGTGGCCAGGTACCACTTCGACC

TGAGCGGGACGGCGTTCGGCGCCATGGCGAGCTACGGCCAGAACGACCAGCTCC

GGCACGCGGGCATCATCGACATGCAGTTCAGGAGGGTGCCGTGCAACTACCCGG

GCATAAACGTGATCTTCCACGTGGAGGCCGGGTCGAACCCGATGTACCTGGCGGT

GCTCATCCTGTTCGCGAACCGGGACGGGAACGTGGTGCAGATGGACGTCATGGA

GTCCCGGTACGGCGGGCCGACCGGGTACTGGATGCCGATGAGGCGGTCGTGGGG

CGCCATCTGGAGGCTGGACTCGGGCCACCCGCTGCAGGGCCCCTTCTCCCTCCGC

ATCCGCAGCGAGTCCGGCGCCACGCTGGTCGCCCACCAGGCCCTCCCGGCCGACT

GGAAGCCCGACACCAACTACTGGTCCAACATCCAGTACTACTAG 

Nucleotide 

>BsyEXPB-09 

ACAAACAAGAATCTGGAGTAGCACTACTCCAGCAATTAGAAGGGTTTCGTATTTT

GTAGTTTGCCGGTATGGGTCGTGTCTCCACCAATGCCATTGCCCTTGTGGCACTCC

TCTCGGCCGTGCTCGTCACCTCCGGGCATTCGCAGAGCTACGATGCCGCTAGATC



CTACAACTCCGGCTGGCTCCCCGCCAAGGCCACCTGGTACGGCGCCCCTACCGGC

GCCGGCCCCGACGACAACGGTAATTAAAAGCGCACGTGTGCATATGTATGTTTCG

GCGACGGCTCATGCTGTCATGCATGCACATGCATATGCTCATATATGTTTGCATTA

CGTACGCAGTGCACGCCCACTTAATACTCTTAATTACTGCGTGCTCACAATGTTGG

TCGATCTCGATGGTCCTCTCTGCTGCAGGTGGTGCGTGCGGCTACAAGTTCACCA

ATCTGTACCCGTTCTCGTCCATGACCTCCTGCGGCAACGAGCCTCTGTTCATGGAC

GGCGCGGGCTGCGGCACCTGCTACCAGATCAAGTGCACCAGCGCCAACAACCCT

GCCTGCTCCGGCCAGACGAAGACCGTCATGATCACCGACATGAACTACTACCCGG

TGGCCAGGTACCACTTCGACCTGAGCGGGACGGCGTTCGGCGCCATGGCGAGCTA

CGGCCAGAACGACCAGCTCCGGCACGCGGGCATCATCGACATGCAGTTCAGGAG

GGTGCCGTGCAACTACCCGGGCATAAACGTGATCTTCCACGTGGAGGCCGGGTCG

AACCCGATGTACCTGGCGGTGCTCATCCTGTTCGCGAACCGGGACGGGAACGTGG

TGCAGATGGACGTCATGGAGTCCCGGTACGGCGGGCCGACCGGGTACTGGATGC

CGATGAGGCGGTCGTGGGGCGCCATCTGGAGGCTGGACTCGGGCCACCCGCTGC

AGGGCCCCTTCTCCCTCCGCATCCGCAGCGAGTCCGGCGCCACGCTGGTCGCCCA

CCAGGCCCTCCCGGCCGACTGGAAGCCCGACACCAACTACTGGTCCAACATCCAG

TACTACTAGCTCGATCAACCCGTCGTGTTTGATCGAGGCCGAGTTGCATTAATTG

ATCGATACTGTATCGTGCCATGTGTTTTGTCCATACCAAATTTAGGTCGTTAAAAC

CAGTTTAACCGTTTGTGAAATAAAACTATTTTCAATATCTTTTCCGATCGACCTGA

AACTTTTTGTACAAGCTCACGTATATATAAGTTGAGCCTCTGTAAAATTTCAAGTC

AAGCGGAATTACTTTAAATGCTCCTTTTGATTTAAGCAATATTCGAAGTCACCTAA

AGTCCAGAATTTCGAACTTACTCCAAATGA 




