IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake03g044000

Gene Model: OsKitaake03g044000.1.p
Description: OskEXPA-15

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326
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Legend:
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Query seq.
Superfanilies

PLND0193
-+ Name Accession Description Interval E-value
[+] PLN0O0193 super family ci33423 expansin-A: Provisional 21-238 7.17e-105
Peptide

>0OskEXPA-15

MGNILLQLLAVVALCIAPARSDWLPGTATFYGGADGSGTMGGACGYGNLYDQRYGI
NNAALSTPLFNDGASCGQCYLIICDYGKAPDWCKLGKAITVTGTNYGGWCNATRPY
FDMSQPAWENIGIYSAGIVPILYQQVKCWRYGGVRFIINGENYFELVLVTNMAGSGSI
VSMSVKGSCTGWIQMTRNWGANWQCLAGLAGQALSFNVTSTGGQTIVFDDAVPAG
WSFGQTFSTYHQFDY*

CDS (coding sequence)
>0OskEXPA-15

ATGGGGAACATTCTCCTGCAGCTGCTCGCCGTTGTTGCACTCTGCATTGCACCGGC
GAGGTCGGACTGGCTCCCGGGCACCGCCACGTTCTACGGCGGCGCCGACGGCTCC
GGCACCATGGGTGGCGCGTGCGGGTACGGCAACCTGTACGACCAGCGCTACGGC
ATCAACAACGCAGCGCTGAGCACGCCGCTGTTCAACGACGGCGCGTCGTGCGGG
CAGTGCTACCTCATCATCTGCGACTACGGCAAGGCGCCCGACTGGTGCAAGCTCG
GCAAGGCGATCACCGTGACGGGCACCAACTACGGCGGCTGGTGCAACGCGACCC
GCCCTTACTTCGACATGTCCCAGCCTGCCTGGGAGAACATTGGCATCTACAGCGC
TGGCATCGTCCCCATCCTCTACCAACAGGTGAAGTGCTGGAGGTATGGGGGAGTG
AGGTTCATCATCAACGGGTTCAACTACTTCGAGCTGGTGCTGGTGACCAACATGG
CCGGGAGCGGGTCGATCGTGAGCATGTCGGTGAAGGGGTCATGCACGGGGTGGA
TCCAGATGACGAGGAATTGGGGCGCCAATTGGCAGTGTCTCGCTGGACTGGCCGG
ACAGGCGCTCAGCTTCAATGTCACCTCCACCGGCGGCCAGACCATCGTCTTCGAC
GACGCCGTGCCGGCGGGGTGGTCGTTCGGCCAAACCTTCAGCACCTACCACCAAT
TCGACTACTGA

Nucleotide
>0skEXPA-15

ATGGGGAACATTCTCCTGCAGCTGCTCGCCGTTGTTGCACTCTGCATTGCACCGGC
GAGGTCGGACTGGCTCCCGGGCACCGCCACGTTCTACGGCGGCGCCGACGGCTCC
GGCACCATGGGTACGTCGTCGTCTGCTCCACCCTCTGGAATAGCATTGTCAATTAT
GATTGACAAATGACAATGTTGCATGCATGCATACGTGTACTTTCTCTATTCTAAAA
TAAATCAAACTAAGGCGAACCTTACTCCCCAGCACGCAAAATAAAGTAGCGTTTA
GCACATCATTAATTAAGTATTAGCTAAAATAAATTTAAAAATAGATTAATATGAC



TTTTGAAAGTAACTTTCGTATACAAAATTTTTGCAAAATCTATACCGTTTAGTAGC
TTGAAAAACGTGCGAGCGGAAAACGAGAGAGGTGAGTTAGGAAAGTAGAGATA
AGAACTCAGCCCTAATGTGGGATGTAACATCTAAGCTCCTAGTACTAAGGGTGTG
TTTAGTTCACGCCAAAATTGAAAGTTTGGTTAAAATTGGAATGATGTGATGGAAA
AGTTGGAAGTTTACGTGTGTAGGAAAGTTTTGATGTGATGGAAAAGTTGGAAGTT
TGAAGAGAAAATTTGAAACTAAACACGACGTAAGATATTATTCAAATTTGTAGTA
TTAAGATATGTAACATTTTATAATAATAATAGATTGATTTATTTTGAAACGAAGG
AAGTACGTCATATGCAACCTGAACTTGTGACAGAATATTTGGGTGCATCTGTACT
TGCAGGTGGCGCGTGCGGGTACGGCAACCTGTACGACCAGCGCTACGGCATCAA
CAACGCAGCGCTGAGCACGCCGCTGTTCAACGACGGCGCGTCGTGCGGGCAGTG
CTACCTCATCATCTGCGACTACGGCAAGGCGCCCGACTGGTGCAAGCTCGGCAAG
GCGATCACCGTGACGGGCACCAACTACGGCGGCTGGTGCAACGCGACCCGCCCTT
ACTTCGACATGTCCCAGCCTGCCTGGGAGAACATTGGCATCTACAGCGCTGGCAT
CGTCCCCATCCTCTACCAACAGTAATAAGCATTAACCAACCTGACATCTTCTCTGC
ATTTCTATATATATGTCTGAACTCTGAAACGAATCAAGTGTGTAGTGCTGTTTGTA
TTGAAAAATTTGCAGGGTGAAGTGCTGGAGGTATGGGGGAGTGAGGTTCATCATC
AACGGGTTCAACTACTTCGAGCTGGTGCTGGTGACCAACATGGCCGGGAGCGGGT
CGATCGTGAGCATGTCGGTGAAGGGGTCATGCACGGGGTGGATCCAGATGACGA
GGAATTGGGGCGCCAATTGGCAGTGTCTCGCTGGACTGGCCGGACAGGCGCTCA
GCTTCAATGTCACCTCCACCGGCGGCCAGACCATCGTCTTCGACGACGCCGTGCC
GGCGGGGTGGTCGTTCGGCCAAACCTTCAGCACCTACCACCAATTCGACTACTGA





