IDENTIFICATION

Species: Brassica oleracea capitata
Locus: Bol016568

Gene Model: Bol016568
Description: BolEXPA-04
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata vl O

EXTERNAL RESOURCES
http://www.ocri-genomics.org/bolbase/login.htm
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GENE STRUCTURE
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Legend:
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Superfanilies PLN00193

Name Accession Description Interval E-value
[+] PLN00193 super family 3342 expansin-A; Provisional 10-192  3.69e-87
SEQUENCES

Peptide

>BolEXPA-04

MQPSMVEVIASDTMGGACGYGNLYTDGYKTNTAALSTALFNDGKSCGGYYQIVCD
ASKVPQWCLKGRYITITATNFCPPNFAQASDNGGWVGCRRGGGMRFTMNGRDYFEL
VLISNVGGAGEISKVWIKGSRSNKWKTMSRNWGANSQSNTY LNGQSLSFKVQLSNG
RTKVALNVVPSNWRFGQSFKSNIQF*

CDS (coding sequence)
>BolEXPA-04

ATGCAACCTTCTATGGTGGAAGTGATAGCTTCTGATACAATGGGTGGAGCTTGTG
GTTATGGAAACCTATACACGGACGGTTACAAGACAAACACTGCGGCATTGAGCA
CCGCACTGTTCAATGACGGTAAGTCATGTGGTGGCTATTACCAGATTGTCTGCGA
CGCGAGCAAAGTGCCACAATGGTGTCTTAAAGGCAGATACATTACAATCACAGC
CACAAACTTCTGTCCACCAAACTTTGCTCAGGCAAGCGACAATGGAGGATGGGTT
GGATGCAGAAGAGGTGGAGGGATGAGATTCACCATGAACGGTAGGGACTATTTC
GAGCTAGTCCTCATCTCAAACGTAGGAGGAGCTGGTGAGATCTCTAAAGTTTGGA
TTAAAGGTTCTAGGAGCAACAAGTGGAAGACAATGTCAAGAAATTGGGGAGCTA
ACTCGCAAAGCAACACTTACCTCAACGGTCAATCTCTCTCTTTCAAAGTTCAGCTT
AGCAATGGAAGAACCAAAGTAGCTCTCAATGTTGTTCCTTCGAATTGGCGGTTTG
GTCAGAGTTTCAAGAGCAACATCCAATTCTGA

Nucleotide
>BolEXPA-04

ATGCAACCTTCTATGGTGGAAGTGATAGCTTCTGATACAATGGGTAAGTTCCCAA
ACGAGGGCTTGACATTTGGTCAAAGCTTTGGGTTAGCACTTTAAACTATGCATAT
GGTTTTCGATATGGAGAAACTTATATTATTGAATAATTTTTCACTGGGTCAGTTCA
ATTATATATTTACAAACAATTTTTTTAATATGTATTCTTCTTATGATATGAACTTTT
CATGAGTTTTCTTCTTCCTCAAGAAACTGATTTATATTTTTTTGTCCTTCTCCAGGT
GGAGCTTGTGGTTATGGAAACCTATACACGGACGGTTACAAGACAAACACTGCG
GCATTGAGCACCGCACTGTTCAATGACGGTAAGTCATGTGGTGGCTATTACCAGA
TTGTCTGCGACGCGAGCAAAGTGCCACAATGGTGTCTTAAAGGCAGATACATTAC
AATCACAGCCACAAACTTCTGTCCACCAAACTTTGCTCAGGCAAGCGACAATGGA




GGATGGTGCAACCCACCAAGACCTCACTTCGATATGGCTCAACCTGCCTTTCTCA
CCATCGCTAAGTACAAAGCTGGAATCGTCCCCATCCTCTATAGAAGGTATTAGAA
TTACAATATATATAGTTACTTGAAGGGTTTTGATCATAAATATTATGTTAAGTTTT
TGAACTTCCAAGTCAAATCCATCGAAACTTCCGATGTGAAAGTATATTCTTACAA
ACATTAAGGTCCATTGTCCATTAATCCTCACTTAATCCAACGCATTGCAAAATAGT
GTGCTTAGAGGGTTCTTGTTCTTATAGGGTTGGATGCAGAAGAGGTGGAGGGATG
AGATTCACCATGAACGGTAGGGACTATTTCGAGCTAGTCCTCATCTCAAACGTAG
GAGGAGCTGGTGAGATCTCTAAAGTTTGGATTAAAGGTTCTAGGAGCAACAAGT
GGAAGACAATGTCAAGAAATTGGGGAGCTAACTCGCAAAGCAACACTTACCTCA
ACGGTCAATCTCTCTCTTTCAAAGTTCAGCTTAGCAATGGAAGAACCAAAGTAGC
TCTCAATGTTGTTCCTTCGAATTGGCGGTTTGGTCAGAGTTTCAAGAGCAACATCC

AATTCTGA



