IDENTIFICATION

Species: Phalaenopsis equestris
Locus: XP_020577846

Gene Model: XP_020577846.1
Description: PeqeEXLB-01
Family: Expansin Like Beta

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
KEGG: https://www.genome.jp/entry/T05601

EXTERNAL RESOURCES
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis 2019.aspx



https://www.ncbi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
https://www.genome.jp/entry/T05601
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis_2019.aspx
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Query seq. MNLNYCSDNGYTIWITOS GSSGG TOF IL SQHAF AGMGQA TYDAG KSLLNL GWYDT EYRRY SCSYPNKNIT IKIDE SSNFPDYLAF YIEYQQGIKD I TAVOLCETY SLTCKLLORSHGTYWAYVSPPTGPL STKMLL SGDST NDOODNDSWY APYNN IPYNW TPGTS YDSGIQIN
Superfanilies PLNE302

+ Name Accession Description Interval E-value
[+] PLN03023 super famity ci33621 Expansin-like B1; Provisional 4172 1.11e-47
SEQUENCES

Peptide

>PeqEXLB-01

MNLNYCSDNGVTIVITDSGSSGGTDFILSQHAFAGMGQTVDAGKSLLNLGWVDIEYR
RVSCSYPNKNITIKIDESSNFPDYLAFVIEYQQGIKDIIAVQLCETVSLTCKLLDRSHGT
VWAVVSPPTGPLSIKMLLSGDSINDDDDNDSWVAPVNNIPVNWTPGTSYDSGIQIN

CDS (coding sequence)
>PeqEXLB-01

GTATGTTTGTCTTTGATTTGTTAGGTGAGGTGCATGAACCTCAACTATTGCTCGGA
TAATGGTGTGACGATCGTCATCACGGATTCGGGCTCGAGCGGAGGCACCGATTTC
ATATTGAGCCAGCATGCTTTTGCAGGAATGGGGCAAACCGTTGATGCCGGCAAAT
CTCTTCTTAACCTTGGTTGGGTTGATATTGAGTATAGGAGAGTCTCGTGCAGTTAT
CCAAATAAGAACATAACCATAAAGATTGATGAGAGCAGTAATTTCCCCGACTATT
TAGCCTTTGTGATAGAATATCAACAAGGAATCAAAGACATTATAGCAGTACAGTT
ATGTGAGACTGTGAGTTTAACATGTAAGCTATTAGATAGAAGTCACGGCACCGTA
TGGGCTGTTGTCTCTCCTCCTACTGGCCCTCTGTCTATAAAGATGCTTCTAAGCGG
CGACAGCATCAACGACGATGATGACAATGATAGTTGGGTGGCGCCTGTCAATAAT
ATTCCTGTGAATTGGACGCCTGGAACTAGCTATGATTCTGGGATACAGATAAATT
AGAGCTGCTCGAAATGTTTTCTTTCATGTTGAATTTTAAACAATATAGATTTTATC
TACTAATAATTGGTTGATCTTTATTATTTATAAGTTGATGTTTATGTTGTTGAAAG
TCAGTTTTGTTATATGTTTTCTAAATAG

Nucleotide
>PeqEXLB-01

CAACTTTCACCATCATACAACTTCATATGATGAGCCAACCATTCTTAGATAAGCTT
TCTTAGTTAGACCCACAACACCATAGCTCTCCCTATAGTGGGCAAACTCATGTTGT
AATGGTCGTGACATCATCACCTCATAATCATAAGCTCATTAGCATGTATCTTTGTT
TTTTTTGGGCAAAACGAGCATTTGATTCCCCGACTACGTGCAAGATGCCCTTTTAA
ATGTGACAAATTAGTATTCAAATTCTTTTAATATAGTCCCCAAACTTTTTCAAATG
GACGGCTCTTTCCAGTATCCATAAAAAAAAAAAAGTGGGGGAATAATTTAGAAC
TATTTCAACAGTTTTCTCTGTCATAATATTAAATAAAATAATACAATACAAGAGA
TGATATTATCAGCGATCTAAATTTAAAATAACTTGCACCCAAACAGAAGTTTCTG
TCAGAAACTAAAATGTCATTTCAAATTGTCATTAAAACAATACAGAATTAATCAA



ACTATTTAGAAAACATATAACAAAACTGACTTTCAACAACATAAACATCAACTTA
TAAATAATAAAGATCAACCAATTATTAGTAGATAAAATCTATATTGTTTAAAATT
CAACATGAAAGAAAACATTTCGAGCAGCTCTAATTTATCTGTATCCCAGAATCAT
AGCTAGTTCCAGGCGTCCAATTCACAGGAATATTATTGACAGGCGCCACCCAACT
ATCATTGTCATCATCGTCGTTGATGCTGTCGCCGCTTAGAAGCATCTTTATAGACA
GAGGGCCAGTAGGAGGAGAGACAACAGCCCATACGGTGCCGTGACTTCTATCTA
ATAGCTTACATGTTAAACTCACAGTCTGCATAAATCACCAAATTTTATTAATTTTT
CAGCAAATATTTCATTATATTCTTAATCTTAATAGTCATGAATTCATTCAGAAATA
TGAAAAAAAAGGGGAAGAATTATACCTCACATAACTGTACTGCTATAATGTCTTT
GATTCCTTGTTGATATTCTATCACAAAGGCTAAATAGTCGGGGAAATTACTGCTCT
CATCAATCTTTATGGTTATGTTCTTATTTGGATAACTGCACGAGACTCTACAAAAT
GCATGAATTTTACAGCATATCAATTATTTATCTGTAGCTATTTTTGCCTTTTTTTTT
TCACTTTCATTATTATAGGAAATTACAAGAAGAATACGAGTAATTAACTCAATAA
GCCTATCGACATCATCATAATCAACATTATAAGCCCTCTTCAAATTAATTTGGTTC
GGCGACTTCATGAATCATTATTCTTCATTTATTTATGTTGTTTGAAATGTTAAATCT
ATTTATGTAAATTTCTCTAGGTAACTAAGCTCAAAATTATCATTTATATTTACTTC
ATATTTTTATCGATGTGCATGAAATATTCAACTATTTAAACCAACCTCCTATACTC
AATATCAACCCAACCAAGGTTAAGAAGAGATTTGCCGGCATCAACGGTTTGCCCC
ATTCCTGCAAAAGCATGCTGGCTCAATATGAAATCGGTGCCTCCGCTCGAGCCCG
AATCCGTGATGACGATCGTCACACCATTATCCGAGCAATAGTTGAGGTTCATGCA
CCTCACCTAACAAATCAAAGACAAACATACAAAATGTTAAGAGACTAAAATGTT
ATCACAATTTAATGCATGCCATATGTTAGAATGTCGGGAAGATTATAATCATATA
TTGATTTTTGGTGTCCCTTAAAAAAAATAAAAAATAAAAAAAAGAAGTAATATTT
ATTATTACTTGATAGCATGCACCACAACCAACACCATTGCGATAGAGATCAGAAG
CTGCTGAAACATCGCCACCATTGAGGGTAGCTCCATACGATCGATACCCGCATGC
GCCGTCTACAAATTATATCACCAAGTAAAGATTATAGAAAATGTTGATTTTACAT
ATATGGTTTGATGATATTAGTTCTTATAATTTTATGAATGCAAGAAATTTAATAAA
TGCTTCAAGTTAGACATAAAGCCTATTAAACTTGAGAGGGAATCATTAGTGGAGA
ATGAATCAGTAGGATACAACTCAACAAATCTTATAAAGATTATAATAATTTGAAA
CATCATATTGAGATCTATCTACTATGATTGATAAT






