IDENTIFICATION

Species: Setaria italica

Locus: Seita.9G326100

Gene Model: Seita.9G326100.1.p
Description: SIitEXPB-21
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE

1 28 50 k3 1m0 125 150 178 2m 225 250 266
Query seq. carbohydrate binding site § A}
Pollen_allerg_1

Specific hits

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 41-162 1.22e-83
[+] Pollen_allerg_1 pfam01357 Pollen allergen: This family contains allergens lol PI, Pll and Pil| from Lolium perenne: 170-246 2.45¢-32

SEQUENCES
Peptide
>SItEXPB-21

MAFSTKVAALAALIFLLLVTYGSCARPVSFNASDFTADPNWEAARATWYGAPTGAG
PYDDGGACGFKNVNLPPFSSMTSCGNQPLFKDGKGCGSCYQIRCVNNAACSGNPET
VIITDMNYYPVSKYHFDLSGTAFGAMAKPGRNEELRHAGIIDIQFKRVPCNYPGQKVT
FHVEEGSNPVYLAVLVEFEDGDGDVVQVDLMEANSGYWTPMRESWGSIWRMDSNH
RLQAPFSLRITNESGRKLVANRVIPANWAPNTYYRSIHQY*

CDS (coding sequence)
>SItEXPB-21

ATGGCATTCTCCACCAAGGTAGCCGCACTTGCTGCACTGATCTTCTTGCTCCTGGT
CACGTATGGCTCGTGCGCTAGGCCGGTGAGCTTCAACGCCTCCGACTTCACCGCC
GACCCCAACTGGGAGGCCGCGAGGGCCACCTGGTACGGCGCGCCCACLCGGLGLC
GGCCCATACGACGACGGTGGTGCCTGTGGATTCAAGAACGTGAACCTGCCGCCGT
TCTCGTCCATGACGTCGTGCGGCAACCAGCCCCTGTTCAAAGACGGCAAGGGCTG
CGGCTCCTGCTACCAGATACGATGCGTCAACAACGCTGCGTGCTCCGGCAACCCG
GAGACGGTGATCATCACTGACATGAACTACTACCCGGTCTCCAAGTACCACTTCG
ACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCTGGGCGCAACGAAGAGC
TCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGAGTGCCCTGCAACTACCC
CGGGCAGAAGGTGACGTTCCACGTCGAGGAGGGCTCGAACCCCGTCTACCTTGCT
GTCCTCGTCGAGTTCGAAGACGGCGACGGCGACGTGGTGCAGGTGGACCTCATG
GAGGCCAACTCCGGGTACTGGACGCCGATGCGCGAGTCCTGGGGATCCATCTGG
AGGATGGACTCGAACCACCGGCTGCAGGCGCCCTTCTCGCTGCGCATCACCAACG
AGTCCGGCAGGAAGCTGGTGGCCAACCGGGTCATCCCGGCCAACTGGGCGCCTA
ACACCTACTACCGCTCCATCATCCAATACTAG

Nucleotide
>SitEXPB-21

ACAACTTCTCCTGTCTGCCCAGTGGTAGAACAAACTACCCTCCCAAGCTTGCAAG
CTTGTCCTTAGTAGCGCTGGTTGCCTAGCTTAGTAAGATGGCATTCTCCACCAAGG
TAGCCGCACTTGCTGCACTGATCTTCTTGCTCCTGGTCACGTATGGCTCGTGCGCT



AGGCCGGTGAGCTTCAACGCCTCCGACTTCACCGCCGACCCCAACTGGGAGGCCG
CGAGGGCCACCTGGTACGGCGCGCCCACCGGCGCCGGCCCATACGACGACGGTA
CGTATGCGGTAAATGATCACCGATGATCGCCGGCGCATGACGCTAGGCGATCTTG
CCGTGCTCATGAACGGTCCATAAACTTGCGTCCATTTGTGCGTTCATGCAGGTGGT
GCCTGTGGATTCAAGAACGTGAACCTGCCGCCGTTCTCGTCCATGACGTCGTGCG
GCAACCAGCCCCTGTTCAAAGACGGCAAGGGCTGCGGCTCCTGCTACCAGGTAG
ATTAATTGGTCAGACGAAGCTAACTCTGGAGCCTGCGGGTAATGGAAAGGGAAA
GCTCCATCACAGGTTCGAGTTTTGACACACTCTGTTTTGATGCCTTTTTTCCAGAT
ACGATGCGTCAACAACGCTGCGTGCTCCGGCAACCCGGAGACGGTGATCATCACT
GACATGAACTACTACCCGGTCTCCAAGTACCACTTCGACCTCAGCGGCACGGCGT
TCGGCGCCATGGCCAAGCCTGGGCGCAACGAAGAGCTCCGCCACGCCGGCATCA
TCGACATCCAGTTCAAGAGGTGGGTAACATGCGCCGCACGTTGCTCTGAGCCACA
AATCCACAATCTGCAGGCCCCACCTGAACAGAATATAAGCTCCACTGTCTATCTA
CTTTGCGCTGCATGTGGAGGAGTGAAACTCCTGTAGATTCGCGGAAATATTTAGT
AGTTACTGTACCTACTCCTAATCTCTAGATTAGGACTGTAGCCTGACAAGAACAA
GACTAATGGAAACTTGTCACATGCAGAGTGCCCTGCAACTACCCCGGGCAGAAG
GTGACGTTCCACGTCGAGGAGGGCTCGAACCCCGTCTACCTTGCTGTCCTCGTCG
AGTTCGAAGACGGCGACGGCGACGTGGTGCAGGTGGACCTCATGGAGGCCAACT
CCGGGTACTGGACGCCGATGCGCGAGTCCTGGGGATCCATCTGGAGGATGGACTC
GAACCACCGGCTGCAGGCGCCCTTCTCGCTGCGCATCACCAACGAGTCCGGCAGG
AAGCTGGTGGCCAACCGGGTCATCCCGGCCAACTGGGCGCCTAACACCTACTACC
GCTCCATCATCCAATACTAGTTCAGCCACTGCGCTCTGTAACTCGCTGTCATTGGC
TTAATTGTATATGGTTGGTGCGTTTTTACTAGGTAGTAGTAATTAAGTGAGGAACC
AGAAGCCCGGCAATGCCGTAGGTGTTGTGTTTCAGCAAGATTGGCAGAGTAGGA
GATGAGGAGGCTAGTTTGGATGTGCTTTCTCGCCCAGTGTCAATGTATTTATCAGT
GTGATCAAGACTATAAAAAGGTTTTTCTTAATTCAGAACGTCTATGCTTCGCC



