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Species: Oryza sativa

Locus: LOC_0s12g36040

Gene Model: LOC_0s12936040.1
Description: OstEXPA-34
Family: Alpha Expansin

3D structure:
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List of domain hits "

Name Accession Description Interval E-value

+ a
[+] PLND0050 super family expansin A; Provisional 82-288 9.68e-62

SEQUENCES
Peptide
>0OstEXPA-34

MDTTTTMAPLPLLTTTSLLLFFFLASSFAADVVVAGGGGGGGGYDGGGDGEGGGGG
DGEGGGGGGGAKMPHVNHGRYKCGPWVDGHATFYGGRDASGTTEGGACGYKDA
DGYGAMTAAVSPALFDNGAGCGACYELKGDSGKTVVVTATNQAPPPVNGMKGEHF
DLTMPAFLSIAEEKLGVVPVSYRKVACVRQGGIKYTITGNPSYNMVMVKNVGGAGD
VVKLTVKGTKRVKWTPLQRSWGQLWKTEANLTGESLTFRVMTGDHRKATSWRVA
PRDWTYDNTYQAKKNF*

CDS (coding sequence)
>OstEXPA-34

ATGGACACAACGACGACCATGGCGCCTCTCCCTCTCCTCACCACGACGTCTCTGC
TGCTCTTCTTCTTCCTCGCGTCGTCGTTCGCCGCCGACGTCGTCGTCGCGGGCGGC
GGCGGCGGCGGCGGCGGCTACGACGGCGGCGGCGACGGCGAAGGLGGLGGLGE
CGGCGACGGCGAAGGCGGCGGCGGLCGGCGGCGGAGCCAAGATGCCGCACGTGA
ACCACGGCAGGTACAAGTGCGGGCCGTGGGTGGACGGGCACGCGACGTTCTACG
GCGGGCGCGACGCGTCGGGCACGACGGAGGGCGGCGCGTGCGGGTACAAGGAC
GCCGACGGGTACGGCGCGATGACGGCGGCGGTGAGCCCCGCCCTGTTCGACAAC
GGCGCCGGGTGCGGCGCGTGCTACGAGCTCAAGGGGGATTCCGGGAAGACCGTC
GTGGTGACGGCCACCAACCAGGCGCCGCCGCCAGTGAACGGGATGAAGGGCGAG
CACTTCGACCTCACCATGCCGGCGTTCCTCTCCATCGCCGAGGAGAAGCTCGGCG
TCGTGCCCGTCTCCTACCGAAAGGTGGCGTGCGTGAGGCAGGGCGGGATAAAGT
ACACGATAACGGGGAACCCGTCGTACAACATGGTGATGGTGAAGAACGTGGGCG
GCGCGGGGGACGTGGTGAAGCTGACGGTGAAGGGGACCAAGCGGGTGAAGTGG
ACGCCGCTGCAGCGCAGCTGGGGCCAGCTCTGGAAGACGGAGGCCAACCTCACC
GGCGAGTCGCTCACCTTCCGGGTCATGACCGGCGACCACCGCAAGGCCACCTCCT
GGCGCGTCGCCCCCCGCGACTGGACCTACGACAACACCTACCAGGCCAAGAAGA
ACTTCTAG

Nucleotide
>0OstEXPA-34

TCTCCGGTTAATTTCATGGACACAACGACGACCATGGCGCCTCTCCCTCTCCTCAC
CACGACGTCTCTGCTGCTCTTCTTCTTCCTCGCGTCGTCGTTCGCCGCCGACGTCG



TCGTCGCGGGCGGCGGCGGCGGCGGCGGCGGCTACGACGGCGGCGGCGACGGLG
AAGGCGGCGGCGGCGGCGACGGCGAAGGCGGLCGGLCGGCGGLCGGCGGAGCCAAG
ATGCCGCACGTGAACCACGGCAGGTACAAGTGCGGGCCGTGGGTGGACGGGCAC
GCGACGTTCTACGGCGGGCGCGACGCGTCGGGCACGACGGAGGGCGGCGCGTGC
GGGTACAAGGACGCCGACGGGTACGGCGCGATGACGGCGGCGGTGAGLCCCCGLC
CTGTTCGACAACGGCGCCGGGTGCGGCGCGTGCTACGAGCTCAAGGGGGATTCC
GGGAAGACCGTCGTGGTGACGGCCACCAACCAGGCGCCGCCGCCAGTGAACGGG
ATGAAGGGCGAGCACTTCGACCTCACCATGCCGGCGTTCCTCTCCATCGCCGAGG
AGAAGCTCGGCGTCGTGCCCGTCTCCTACCGAAAGTAAGTACTCACGTGTCTATA
TATATGTAACGTGATATCATGGATGATTTACGTGCTGATCGATGTCATGCTCACAT
CGTACTAACATCGTCCCAAAATATTGCTACCCTAGTTCTCGATAGGACATTTCAA
ATCCAGTCTTATTATAAAGTTATAATCCACTAATTCTAATACTCAACATGTAATCA
TGACACCTCATCATCCGCTAGCATTAATTAAAAATAAAACTTACGCAAGCATGCA
ACATTATCTATAATTCATTGAACTCTACAAATCAACATCCAATCATCTTCACTCAC
ATTATTCTTCACAATATTTTTAACATATATATATATATATATATATCCATTATTTTT
ATAATACTTAACATATATTTATCCATATAATCAATGTGCGGAATATCATATTTCAT
CTACAAATCTCATACAGAGTCTACTATGTATTAATCTCTTACCATATAGTTTGACA
AACCAATTTTATTTGTTGTTAATAACTAATATAAATTTTACTTTTAGCTCGATTATT
AAAAAAAACTTTAAAAGCTCTTTATTAATTTTCGCAGCAAAGTGCGGGGAAATGT
TCCATCGGAAACTAGCGCTTAGTACCTAGTATTATATACTACCTCCATATTTTAAT
GTATGACACCGTTGATTTTTTGTCCAACGTTTAACCATTCGTCTTATTCAAAAAAT
TTATGTAAATATTATTTATTTTATTATGACTTGATTCATCATAAAATGTTCTTTAAT
CATGACATACATATTTTCATATTTGCACAAATAATTTGAATAAAATGAATGGTCA
AACGTTGGTCAAAAAGTCAACGGCATCATACATTAAAATACAGTGGGAGGGAGT
ATTGAATAGGTCTGCTACCTATATTTCATGCTCGCATACTCTCTCCGGTTTCATTTT
AATTAACGTTTTGGACAATGATATGGTCTACAAGATACATTTTTGACCTTATTTTT
CTATTATAATATATATAATAAATAAATGCATGTTTACTTTTATTATAGCATTTTAA
AAGACAAATCTATATATGTTCTTCTAATTCCTTTAAACTAAATATTTTTAAAGTTA
TTGGTGGCCAAAGTTATAAAAAGTTTGACCTCAATCTTGTCTAAAACGTCAACTA
ATATGGAACCGGAGGGAGTACCATTTTCTCAACGTCATCCCATGCGCTAGCACTC
GTCCTTGCGTAATAATCCCTTTGTATTACTCGATGATTAATTTGCACATCGGTGTG
CGTGCATGCAGGGTGGCGTGCGTGAGGCAGGGCGGGATAAAGTACACGATAACG
GGGAACCCGTCGTACAACATGGTGATGGTGAAGAACGTGGGCGGCGCGGGGGAC
GTGGTGAAGCTGACGGTGAAGGGGACCAAGCGGGTGAAGTGGACGCCGCTGCAG
CGCAGCTGGGGCCAGCTCTGGAAGACGGAGGCCAACCTCACCGGCGAGTCGCLTC
ACCTTCCGGGTCATGACCGGCGACCACCGCAAGGCCACCTCCTGGLGLGTLEGLCC
CCCGCGACTGGACCTACGACAACACCTACCAGGCCAAGAAGAACTTCTAGCTGAT
CGATTTTTTTCAACTTATTTACTTATAATATTTTTACCTCTCCCTCCGTTCTCTCCCT
ACTTAATTGATGAATTTTTGGAAGTGAAAACTAATTAACACTGAATTTTTTTCTTA
CGAATTAATCCTCTGCGTATTTACTAATTTGAGTTTGAAAGAATTCGTTGATAGTG
ATATTTGATGGATATTCATGTAAGCTTTGGAATCTTAAATTTTGATGTACTGGTCG
AAAATGCCATTAGCATTGCATTTATTCTGTTTTTATTATTATTATTTTGGCTTC






