
IDENTIFICATION 

Species: Setaria viridis 

Locus: Sevir.4G006000 

Gene Model: Sevir.4G006000.1.p 

Description: SvEXPA-11 

Family: Alpha Expansin  

3D structure: 

 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SvEXPA-11 

MATTPAIMVALIVAAAAQVASAYYQQPFKTSDWQDAHATFYGDDSGLGADFGGAC

GFGANDIVSLYSTYTAALSTPLFADGNGCGQCYEIRCVNSRWCNPGSPTVTVTGTNL

CPPNWYLPSDNGGWCNPPRQHFDMAPPSFYRLAQRVAGIIPVQFRRVPCQRPGGVRL

CLQGNNYWLLVYVMNVAGAGDVSSLAVKRAGEPDCNYRHAGRNWGTTYQVFGVL

GNTQGLVVRMTSYSSPQQTIVVSDAIPAGWITGLCYQGSNNFY* 

CDS (coding sequence) 

>SvEXPA-11 

ATGGCGACAACTCCAGCGATCATGGTGGCATTGATCGTGGCAGCGGCGGCGCAG

GTGGCGAGCGCGTACTACCAGCAGCCCTTCAAGACGTCCGACTGGCAGGACGCC

CACGCCACCTTCTACGGCGACGACTCCGGCCTCGGAGCAGACTTCGGCGGCGCGT

GCGGGTTCGGCGCCAACGACATCGTGTCTCTCTACTCGACGTACACGGCGGCGCT

GAGCACGCCGCTGTTCGCCGACGGCAACGGGTGCGGGCAGTGCTACGAGATCCG

GTGCGTCAACTCCCGGTGGTGCAACCCCGGCTCGCCGACGGTGACCGTCACCGGC

ACCAACCTCTGCCCGCCCAACTGGTACCTCCCCAGCGACAACGGCGGGTGGTGCA

ACCCGCCGCGGCAGCACTTCGACATGGCGCCGCCCTCCTTCTACCGCCTCGCCCA

GCGGGTCGCCGGCATCATCCCCGTCCAGTTCCGCCGCGTGCCCTGCCAGAGGCCA

GGCGGGGTCAGGCTCTGCCTCCAGGGCAACAACTACTGGCTCCTCGTCTACGTCA

TGAACGTCGCCGGCGCAGGCGATGTCTCCTCCCTGGCCGTCAAGAGGGCCGGCGA

GCCAGACTGCAACTACAGGCACGCAGGCCGCAACTGGGGGACCACGTACCAGGT

CTTCGGCGTGCTCGGCAACACGCAGGGGCTCGTCGTCAGGATGACCAGCTACAGC

TCGCCGCAGCAGACCATCGTCGTCAGCGACGCCATCCCCGCCGGATGGATCACCG

GACTCTGCTACCAGGGATCCAACAACTTCTACTGA 

Nucleotide 

>SvEXPA-11 

GTTCGTTGCAGTGCCACACACATCGCCGTTATCCATCCATCGATCAAGACCTAGC

TAGCCGTTGTCGGCGAGCCATGGCGACAACTCCAGCGATCATGGTGGCATTGATC

GTGGCAGCGGCGGCGCAGGTGGCGAGCGCGTACTACCAGCAGCCCTTCAAGACG

TCCGACTGGCAGGACGCCCACGCCACCTTCTACGGCGACGACTCCGGCCTCGGAG



CAGACTTCGGTATGTATTGTTGTGTTGTGTGTATATATACGTATATGCATGCGTAT

GTGTATATACTGTACATACGATCATCATCAATGCTGCCAATGCAACTTACAGGCG

GCGCGTGCGGGTTCGGCGCCAACGACATCGTGTCTCTCTACTCGACGTACACGGC

GGCGCTGAGCACGCCGCTGTTCGCCGACGGCAACGGGTGCGGGCAGTGCTACGA

GATCCGGTGCGTCAACTCCCGGTGGTGCAACCCCGGCTCGCCGACGGTGACCGTC

ACCGGCACCAACCTCTGCCCGCCCAACTGGTACCTCCCCAGCGACAACGGCGGGT

GGTGCAACCCGCCGCGGCAGCACTTCGACATGGCGCCGCCCTCCTTCTACCGCCT

CGCCCAGCGGGTCGCCGGCATCATCCCCGTCCAGTTCCGCCGCGTGCCCTGCCAG

AGGCCAGGCGGGGTCAGGCTCTGCCTCCAGGGCAACAACTACTGGCTCCTCGTCT

ACGTCATGAACGTCGCCGGCGCAGGCGATGTCTCCTCCCTGGCCGTCAAGAGGGC

CGGCGAGCCAGACTGCAACTACAGGCACGCAGGCCGCAACTGGGGGACCACGTA

CCAGGTCTTCGGCGTGCTCGGCAACACGCAGGGGCTCGTCGTCAGGATGACCAGC

TACAGCTCGCCGCAGCAGACCATCGTCGTCAGCGACGCCATCCCCGCCGGATGGA

TCACCGGACTCTGCTACCAGGGATCCAACAACTTCTACTGATTAATCAATTGCCT

GACGAGCTGATGATGATCCAGGGGCCGCCCGGCCGATCGATCGATCGATCAAAG

CTGCTACTAGCTGGAGTTCAAATTTTTTTTTGGATATACATGCACATGCACCTGCT

TCTTCATTCGTTTTGTTCTCAACTTCAATTATTATTATGTATATTATTTGTCCCTGC

GTTTCTTGGATCGATATTATGCTCCCTTTATTTGGGTTCAATTTCGTAGGATGGCA

GTGCTAATCGATCGATCTTCTCCGGGTTAAGTGCGTGCGTATGTGTTTCTTTTTTA

TATATAAAAAGGATTCTTGTGTCAAATGTACCT0TAACTGTGTGATGTACTACCGG

CTTCAAGTACATACATTATTATATCCCCCGAAATGTGAGCTGCAA 




