IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.4G009100

Gene Model: Pahal.4G009100.1.p
Description: PhEXLA-02
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE

Query seq.
Specific hits .

Superfanilies - —
DPBB_R1pA_EXP_N-like superfamily

Name Accession Description Interval  E-value
[+ DPBB_EXLA_N ¢d22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily, Expansin-like 28-161 3.49e-48
[+ PLN03023 super family cl33621 Expansin-like B1; Provisional 60-268 1.10e-47
Peptide

>PhEXLA-02

MAAAMVLPPLLLLLTISQFLPPASCSPPSNYYCDWCPRQSTASLPPPAAADLGGTLGG
EGACGYGTAIAAELFGGYAVAAAGAEFFRDGAGCGACYQLRCRDRRVCGDGGVKV
VVTDVANRTGFLLAGEAFAAMAKDGMADQIAGSDNVVPVDFRRIPCEYKRNLVVR
VEEGSRNPGQLAVRFLYQGGQTDIAAVEIAQANRTQLASSWQPMARLRRVWRATRA
PAGPLRLRLVVTAGFGGKWLQAQEAVLPADWRPGQAYDTGLRVTDVALRTCSSSCR
THAGDEELR*

CDS (coding sequence)
>PhEXLA-02

ATGGCCGCCGCCATGGTGCTGCCGCCGCTGCTTCTTCTCCTCACCATCAGCCAGTT
CCTGCCTCCCGCGTCCTGCTCTCCTCCTTCCAACTACTACTGCGACTGGTGCCCTC
GCCAATCCACCGCCTCTCTCCCCCCTCCGGCCGCCGCCGACCTCGGCGGTACACT
CGGCGGCGAGGGTGCCTGTGGGTACGGTACCGCCATAGCTGCGGAGCTCTTTGGA
GGATACGCCGTCGCCGCCGCGGGCGCCGAGTTCTTCCGCGACGGTGCCGGCTGCG
GCGCCTGCTACCAGTTGCGGTGCAGGGACCGGCGGGTGTGCGGCGACGGLCGGLG
TCAAGGTCGTCGTCACGGACGTCGCCAACCGCACCGGGTTCCTGCTCGCCGGGGA
GGCCTTCGCCGCGATGGCCAAGGACGGCATGGCCGACCAAATCGCCGGCTCGGA
TAACGTCGTCCCGGTGGACTTCAGGAGGATACCTTGCGAGTACAAGAGGAACCTG
GTGGTACGGGTTGAGGAGGGGAGCCGGAACCCGGGCCAGCTCGCLCGTCCGGTTC
CTGTACCAGGGCGGCCAGACCGACATCGCCGCCGTCGAGATCGCGCAGGCGAAC
CGCACCCAGTTGGCGTCGTCGTGGCAGCCCATGGCGCGGCTGCGTCGCGTGTGGL
GCGCCACGCGCGCCCCGGLCLGGLCCGCTGCGGLCTCCGCCTCGTCGTCACGGLCGG
CTTCGGCGGCAAGTGGCTGCAGGCCCAGGAGGCGGTGCTGCCGGCGGACTGGCG
GCCCGGGCAGGCGTACGACACGGGGCTCCGGGTCACCGACGTCGCCCTGCGCAC
CTGCAGCAGCTCCTGCCGCACGCACGCCGGCGATGAGGAGCTCAGATAG



Nucleotide
>PhEXLA-02

CACGCACAAGCAACGCAGCACCATCATCGACAATGGCGGCGGCGTCGACGCATC
TTGTTGCGGTGGCGGTGGTGCTCGCGGCGCTGGTGGGCGGCGCATGGTGCGGTCC
ACCCAAGGTTCCCCCGGGCAAGAACATCTCGGCAGACTGCGACGGCAAGTGGCT
GGAGGCCAAGGCGACATGGTACGGCAAGCCGACAGGCGCGGGGCCCGACGACA
ACGGTGGCGCCTGCGGGTACAAGGAGGTGAACAAGGCTCCCTTCAACGGCATGG
GGGCGTGCGGCAACTCGCCCATCTTCAAGGATGGCCTCGGCTGCGGCTCCTGCTA
CGAGATCAAGTGCGACAAGCCCGCCGAGTGCTCGGGCGAGCCCGTCATCGTCTAC
ATCACCGACATGAACTACGAGCCCATCGCCGCCTACCATTTCGACCTGGCCGGCA
CGGCCTTTGGAGCCATGGCCAAGAAGGGGGAGGAGGAGAAGCTGCGCAAGGCG
GGCATCATCGACATGCAGTTCCGCCGCGTCAAGTGCAAGTACCCGGCCGACACCA
AGATCGCCTTCCACGTCCAGAAGGGCTGCAACCCCAACTACCTGGCGCTGCTCGT
CAAGTACGCCGCCGGCGACGGCGACATCGTCGGCGTCGACATCAAGGAGAAGGG
CGCCAAAGAGTACCAGTCCCTGAAGCACTCTTGGGGCGCCATCTGGAGGATGGA
CGCCCCCAAGCCGATCAAGGGCCCCATCTCCATCCGCATCACCAGCGAGGGAGG
CAAAACGCTCGAACAGGAGGATGTCATCCCCGAAGGCTGGAAGCCCGACACCCT
CTACCCCTCCAAGCTCCAGTTCTGATCGATGATCCGATCCTACGTACTGCAAGGC
CATCCATCACCAATTTTTTGTTACACGTGCATGCAGGCATCTCTGTCTAGACCGAG
GAGTAAGGGAGAGAACGAATAAGCAGCGCCCGCTACGACAATCGGGAGGCGCTT
ATGATCGAATAAAGGAGGCGAGCGGCAAACAGTGTCCCTCTTGACTATTATATTT
TGCATTTCTCAGCCCATAGGACCTTCTCAATGCACTAGCAATGAACTTATATATCA
TGGTTAGTTAAATCTGTTGTAATGGATCTTTCTTTCTTTTTTTATTGTGCCATTTGT
GGCCCGATACGAGTTCTTGTTCATGATGTGGATAAAACACAGGTAAGCATCGTAC
TACCTACTACGCATTATTCGATGTGGCTAAAACACCCGATC




