
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy6G156200 

Gene Model: Brasy6G156200.1.p 

Description: BsyEXLA-05 

Family: Expansin Like Alpha 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXLA-05 

MAVLLPALSSCLLLLLASSFSSACERCVRRGKAAYSPSPSTQLPAGGGVCGYGAMAM

EINGGFLAAGGPRQHRAGLGCGRCFQMRCRDAKVCSSRGVRVVLTDFHRSNRTDFL

LGGPAFVGLAKPGMAQQLRRLDDLSIEYKRIPCDYSDKNLSILVEEQSKKPSKLVIKF

LYQGGQTDILAVDVAQVGSSDWRFMSRVHGPVWSTDRAPTGPLQFRAVVTGGYDG

KWVWVDKEVLPSDWQPDQVYDTGARIADVARESCIGCARPDWEMKVA* 

CDS (coding sequence) 

>BsyEXLA-05 

ATGGCTGTCTTGCTCCCCGCCCTTTCCTCCTGCCTCCTGCTGCTCCTGGCCTCCTCC

TTCTCGTCCGCCTGCGAGAGGTGCGTGCGTCGGGGCAAGGCTGCCTACTCGCCCT

CCCCCTCCACCCAGCTCCCTGCCGGTGGCGGAGTCTGCGGGTACGGGGCCATGGC

CATGGAGATCAATGGGGGATTCCTCGCCGCTGGGGGTCCGAGGCAGCACAGAGC

AGGGCTTGGCTGTGGGAGATGCTTTCAGATGAGATGCAGAGATGCAAAGGTGTG

TAGCAGTAGGGGAGTCCGGGTTGTGCTCACCGACTTCCACCGGAGCAATCGTACA

GATTTCCTGCTGGGTGGGCCAGCATTTGTGGGCCTTGCTAAGCCCGGGATGGCCC

AGCAGCTGAGGAGGCTGGACGATCTGTCCATAGAGTACAAAAGAATTCCCTGTG

ACTACAGTGACAAGAACCTGTCCATATTAGTGGAAGAACAGAGCAAGAAGCCAA

GCAAATTGGTCATCAAGTTCCTTTACCAAGGTGGTCAAACTGATATCTTAGCGGT

GGATGTTGCTCAGGTGGGGTCATCGGACTGGCGGTTCATGAGCCGGGTTCATGGG

CCCGTTTGGAGCACCGACCGAGCCCCCACCGGGCCGCTGCAGTTCCGGGCGGTGG

TGACTGGTGGGTATGACGGCAAGTGGGTGTGGGTTGATAAAGAGGTCCTCCCGTC

TGACTGGCAGCCTGACCAGGTCTATGACACCGGTGCCCGGATCGCTGACGTGGCG

AGGGAGAGCTGCATTGGCTGTGCCAGGCCAGACTGGGAAATGAAAGTGGCTTAA 

Nucleotide 

>BsyEXLA-05 

TAACTGGCCACCTCTTTACATACAAAGATTTGTACTGTACGAGCGAGTAGCAGTG

ATTACTCATGCAGCTGCAAGCAGAGCACACGCGGCCCCCGGACACACTAAACAC

ACTCCTCACACGCTCCTCCGCCAAAGTCTCTCGTCTCGGCTATATAATATCGGGGC

TTTAGTTTAGTTTAGCGCACCGTTCTATGAGCAGGAACCACGGGCATGTGCTAGC



GAAAAGGCTTCCTATTCTTCCCCCTTCCATACTCCTCTTCTTCTTCTTCCCTCTCTC

TCTCTCTCTCGCTCCACTGCTCGGCATCGATCGGTCGCCATGGCTGTCTTGCTCCC

CGCCCTTTCCTCCTGCCTCCTGCTGCTCCTGGCCTCCTCCTTCTCGTCCGCCTGCGA

GAGGTGCGTGCGTCGGGGCAAGGCTGCCTACTCGCCCTCCCCCTCCACCCAGCTC

CCTGCCGGTAAGCACTCGGTTCCAGGCACAGATCGGCCAAGGGTTACAATTTTGT

TCTCTTTTTTAGCATGATTTTGAGTGGTGCCTGTGGTTCTTGGCTTGGTTAATTTAG

GTGGCGGAGTCTGCGGGTACGGGGCCATGGCCATGGAGATCAATGGGGGATTCC

TCGCCGCTGGGGGTCCGAGGCAGCACAGAGCAGGGCTTGGCTGTGGGAGATGCT

TTCAGGTACCAAATTGTTCCCCTTAAGTTCTCCGTTTCTACTCCCATTCTGGCTTTC

TCCTTTGAGTGATACAAGAAGTACTTTTCCCCCACATATTCTAGAGAGGTAATTTT

TCTTGTTAATAATTGGTTGCCACTTGAGAAAGTGACACCACAGGCAATTGCCCCT

ATTATTTTCTAGTATCAGCTTAAGCTTTAAATGGAGAGACCGAGTTCGGCGCATC

CTGTTAATGTATGTACCAATTGCAGTACTGAAATAGAAAGGTCCACAGGAACATA

AGCAGTAGCAGCATGTGACAAATGTACATATGCTCTCCCCCGTATACTTCTATGC

TCTGGTTGTTAAATATTTTTTTTCCTGGTTTCTAAGAAGACTAAAGTGTACTTATG

GATATGTCATTAGCATCCTTTTACACTGTTATTTATTCTCTTCGCGATTTATTTATC

GTTATATTTGTGGACATGGGAAACAGATGAGATGCAGAGATGCAAAGGTGTGTA

GCAGTAGGGGAGTCCGGGTTGTGCTCACCGACTTCCACCGGAGCAATCGTACAGA

TTTCCTGCTGGGTGGGCCAGCATTTGTGGGCCTTGCTAAGCCCGGGATGGCCCAG

CAGCTGAGGAGGCTGGACGATCTGTCCATAGAGTACAAAAGGTAAAAGCAATAC

CTCATGAAAGAAACTGGAAAAAATGATAGTTTGTGTATATTTATATATTTTGATA

TCTCAATATCGAAATCCAGAAGTTTCAAACCATTTTTATAATCCCAATAAGATCTA

CTTAGATTTTAATATGTTTTTGTGTTCTAGTTTAAGAGGTTTTTATTTCAGTTCTAA

ATGTTTTTAGTTAAATTCTGTGGTGAATAATTCACAGTCTCAAAATTATAACCTTC

AGTTCCAGCTAGATTCGCTTCCATTTTTTTCTAAAAAAGTGAAAACCTTACCTTCT

TATGTCAAACTTGAGCTAGAGTTCCATATTTAAAAATAGGAAAGCTCTATATAAA

GAAACAAATGTGTCTGTTCATCGATGTTTACATCCACCACCCATCGTGTCTATATT

ACTTGGTCGAAATGGCAGCACAAGTTTATGTTAGGATGGCATGTAGTAGGAGTGA

GATAGAGAGATTTTTCAATGCTTTACAAGACAAAGACAAAAATAAATAAATCAG

AAAGTCAAGTGATGTAACCAAAATAATGGCTCCAAGTGAACTATTGCAGTACCCT

AAATATCTTATACCCTAAATATCTTCTGCATTGTTTGCTTGCAGAATTCCCTGTGA

CTACAGTGACAAGAACCTGTCCATATTAGTGGAAGAACAGAGCAAGAAGCCAAG

CAAATTGGTCATCAAGTTCCTTTACCAAGGTGGTCAAACTGATATCTTAGCGGTG

GATGTTGCTCAGGTAAAAGAAAGACTCAATCAAAACTGAACCAAAAAAGAGTGA

CAAAGTTGTAATTCACAAACACATAACACCAAATTTGTCTAATCAACAACATGCG

TCATGGACTTGGTCTATGCAGGTGGGGTCATCGGACTGGCGGTTCATGAGCCGGG

TTCATGGGCCCGTTTGGAGCACCGACCGAGCCCCCACCGGGCCGCTGCAGTTCCG

GGCGGTGGTGACTGGTGGGTATGACGGCAAGTGGGTGTGGGTTGATAAAGAGGT

CCTCCCGTCTGACTGGCAGCCTGACCAGGTCTATGACACCGGTGCCCGGATCGCT

GACGTGGCGAGGGAGAGCTGCATTGGCTGTGCCAGGCCAGACTGGGAAATGAAA

GTGGCTTAAGACAATAAGCAGACTCTTCTGGTTAGACCTGACGACGTATCTGTCA

CTGCAATGACCTTGAGATGCAGTTACCACGCGGTACCACACCAAGTACGTCATTA

GAGGGCGTGAGAGGACAGTGGTGTGGTTGGAAAAAGGGCGCCCCTCTTTGCTGT

CAAGAAAATGATGGGGGCTGTGGGGGAAGATAGCTAGCTGTGATCAGCCTTCCC

TGGCCCTTGATTTGGTTTCTTCCTATATGCATGCATGTAGAGGTTCGTTGAACCAT

GCTTGCATATAAGAGATGTAATTAAAACGAATGTAGCTGTAGCTAGCTAGCTAGC

TATCTAGCTTCCGCCCCAGCTAATTGATAGAATAATTAGTGAACATATTGCAATG



TTCTTCCTTCGCATGTGTGTATGTTTGTCTCGTGGTCTTTCAACTTTCACATGCGCA

TGCGCCTAACCTTGGCTGTTTTTGGTGGCAAAGCGACTGTGTGCGAGACCGGGTC

TCTACGTATCCCTTTGCCGCTATGTTATTAAGACTTAAAAAGGTATGAAATCAACT

AGT 




