IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy6G156200

Gene Model: Brasy6G156200.1.p
Description: BsyEXLA-05
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy



https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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Query se!

Yy seq.
specific hits T Pollen_allerg_ 1
Superfanilies DPBB_RIpA_EXP_N-like superfamily | Pollen_allerg_1 superfamily
List of domain hits *
Name Accession Description Interval E-value
[+] DPBB_EXLA_N cd22276 N-termin al double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 24-148 1.99¢-63
M Po\\en_a\leng pfam01357 Pollen allergen; This family contains al\ergens lol PI, Pl and PIIl from Lolium perenne 157-229 4.19%e-16

Peptide
>BsyEXLA-05

MAVLLPALSSCLLLLLASSFSSACERCVRRGKAAYSPSPSTQLPAGGGVCGYGAMAM
EINGGFLAAGGPRQHRAGLGCGRCFQMRCRDAKVCSSRGVRVVLTDFHRSNRTDFL
LGGPAFVGLAKPGMAQQLRRLDDLSIEYKRIPCDYSDKNLSILVEEQSKKPSKLVIKF
LYQGGQTDILAVDVAQVGSSDWRFMSRVHGPVWSTDRAPTGPLQFRAVVTGGYDG
KWVWVDKEVLPSDWQPDQVYDTGARIADVARESCIGCARPDWEMKVA*

CDS (coding sequence)
>BsyEXLA-05

ATGGCTGTCTTGCTCCCCGCCCTTTCCTCCTGCCTCCTGCTGCTCCTGGCCTCCTCC
TTCTCGTCCGCCTGCGAGAGGTGCGTGCGTCGGGGCAAGGCTGCCTACTCGCCCT
CCCCCTCCACCCAGCTCCCTGCCGGTGGCGGAGTCTGCGGGTACGGGGCCATGGC
CATGGAGATCAATGGGGGATTCCTCGCCGCTGGGGGTCCGAGGCAGCACAGAGC
AGGGCTTGGCTGTGGGAGATGCTTTCAGATGAGATGCAGAGATGCAAAGGTGTG
TAGCAGTAGGGGAGTCCGGGTTGTGCTCACCGACTTCCACCGGAGCAATCGTACA
GATTTCCTGCTGGGTGGGCCAGCATTTGTGGGCCTTGCTAAGCCCGGGATGGCCC
AGCAGCTGAGGAGGCTGGACGATCTGTCCATAGAGTACAAAAGAATTCCCTGTG
ACTACAGTGACAAGAACCTGTCCATATTAGTGGAAGAACAGAGCAAGAAGCCAA
GCAAATTGGTCATCAAGTTCCTTTACCAAGGTGGTCAAACTGATATCTTAGCGGT
GGATGTTGCTCAGGTGGGGTCATCGGACTGGCGGTTCATGAGCCGGGTTCATGGG
CCCGTTTGGAGCACCGACCGAGCCCCCACCGGGCCGCTGCAGTTCCGGGLGGTGG
TGACTGGTGGGTATGACGGCAAGTGGGTGTGGGTTGATAAAGAGGTCCTCCCGTC
TGACTGGCAGCCTGACCAGGTCTATGACACCGGTGCCCGGATCGCTGACGTGGCG
AGGGAGAGCTGCATTGGCTGTGCCAGGCCAGACTGGGAAATGAAAGTGGCTTAA

Nucleotide
>BsyEXLA-05

TAACTGGCCACCTCTTTACATACAAAGATTTGTACTGTACGAGCGAGTAGCAGTG

ATTACTCATGCAGCTGCAAGCAGAGCACACGCGGCCCCCGGACACACTAAACAC

ACTCCTCACACGCTCCTCCGCCAAAGTCTCTCGTCTCGGCTATATAATATCGGGGC
[TTAGTTTAGTTTAGCGCACCGTTCTATGAGCAGGAACCACGGGCATGTGCTAGC




GAAAAGGCTTCCTATTCTTCCCCCTTCCATACTCCTCTTCTTCTTCTTCCCTCTCTC
TCTCTCTCTCGCTCCACTGCTCGGCATCGATCGGTCGCCATGGCTGTCTTGCTCCC
CGCCCTTTCCTCCTGCCTCCTGCTGCTCCTGGCCTCCTCCTTCTCGTCCGCCTGCGA
GAGGTGCGTGCGTCGGGGCAAGGCTGCCTACTCGCCCTCCCCCTCCACCCAGCTC
CCTGCCGGTAAGCACTCGGTTCCAGGCACAGATCGGCCAAGGGTTACAATTTTGT
TCTCTTTTTTAGCATGATTTTGAGTGGTGCCTGTGGTTCTTGGCTTGGTTAATTTAG
GTGGCGGAGTCTGCGGGTACGGGGCCATGGCCATGGAGATCAATGGGGGATTCC
TCGCCGCTGGGGGTCCGAGGCAGCACAGAGCAGGGCTTGGCTGTGGGAGATGCT
TTCAGGTACCAAATTGTTCCCCTTAAGTTCTCCGTTTCTACTCCCATTCTGGCTTTC
TCCTTTGAGTGATACAAGAAGTACTTTTCCCCCACATATTCTAGAGAGGTAATTTT
TCTTGTTAATAATTGGTTGCCACTTGAGAAAGTGACACCACAGGCAATTGCCCCT
ATTATTTTCTAGTATCAGCTTAAGCTTTAAATGGAGAGACCGAGTTCGGCGCATC
CTGTTAATGTATGTACCAATTGCAGTACTGAAATAGAAAGGTCCACAGGAACATA
AGCAGTAGCAGCATGTGACAAATGTACATATGCTCTCCCCCGTATACTTCTATGC
TCTGGTTGTTAAATATTTTTTTTCCTGGTTTCTAAGAAGACTAAAGTGTACTTATG
GATATGTCATTAGCATCCTTTTACACTGTTATTTATTCTCTTCGCGATTTATTTATC
GTTATATTTGTGGACATGGGAAACAGATGAGATGCAGAGATGCAAAGGTGTGTA
GCAGTAGGGGAGTCCGGGTTGTGCTCACCGACTTCCACCGGAGCAATCGTACAGA
TTTCCTGCTGGGTGGGCCAGCATTTGTGGGCCTTGCTAAGCCCGGGATGGCCCAG
CAGCTGAGGAGGCTGGACGATCTGTCCATAGAGTACAAAAGGTAAAAGCAATAC
CTCATGAAAGAAACTGGAAAAAATGATAGTTTGTGTATATTTATATATTTTGATA
TCTCAATATCGAAATCCAGAAGTTTCAAACCATTTTTATAATCCCAATAAGATCTA
CTTAGATTTTAATATGTTTTTGTGTTCTAGTTTAAGAGGTTTTTATTTCAGTTCTAA
ATGTTTTTAGTTAAATTCTGTGGTGAATAATTCACAGTCTCAAAATTATAACCTTC
AGTTCCAGCTAGATTCGCTTCCATTTTTTTCTAAAAAAGTGAAAACCTTACCTTCT
TATGTCAAACTTGAGCTAGAGTTCCATATTTAAAAATAGGAAAGCTCTATATAAA
GAAACAAATGTGTCTGTTCATCGATGTTTACATCCACCACCCATCGTGTCTATATT
ACTTGGTCGAAATGGCAGCACAAGTTTATGTTAGGATGGCATGTAGTAGGAGTGA
GATAGAGAGATTTTTCAATGCTTTACAAGACAAAGACAAAAATAAATAAATCAG
AAAGTCAAGTGATGTAACCAAAATAATGGCTCCAAGTGAACTATTGCAGTACCCT
AAATATCTTATACCCTAAATATCTTCTGCATTGTTTGCTTGCAGAATTCCCTGTGA
CTACAGTGACAAGAACCTGTCCATATTAGTGGAAGAACAGAGCAAGAAGCCAAG
CAAATTGGTCATCAAGTTCCTTTACCAAGGTGGTCAAACTGATATCTTAGCGGTG
GATGTTGCTCAGGTAAAAGAAAGACTCAATCAAAACTGAACCAAAAAAGAGTGA
CAAAGTTGTAATTCACAAACACATAACACCAAATTTGTCTAATCAACAACATGCG
TCATGGACTTGGTCTATGCAGGTGGGGTCATCGGACTGGCGGTTCATGAGCCGGG
TTCATGGGCCCGTTTGGAGCACCGACCGAGCCCCCACCGGGCCGCTGCAGTTCCG
GGCGGTGGTGACTGGTGGGTATGACGGCAAGTGGGTGTGGGTTGATAAAGAGGT
CCTCCCGTCTGACTGGCAGCCTGACCAGGTCTATGACACCGGTGCCCGGATCGCT
GACGTGGCGAGGGAGAGCTGCATTGGCTGTGCCAGGCCAGACTGGGAAATGAAA
GTGGCTTAAGACAATAAGCAGACTCTTCTGGTTAGACCTGACGACGTATCTGTCA
CTGCAATGACCTTGAGATGCAGTTACCACGCGGTACCACACCAAGTACGTCATTA
GAGGGCGTGAGAGGACAGTGGTGTGGTTGGAAAAAGGGCGCCCCTCTTTGCTGT
CAAGAAAATGATGGGGGCTGTGGGGGAAGATAGCTAGCTGTGATCAGCCTTCCC
TGGCCCTTGATTTGGTTTCTTCCTATATGCATGCATGTAGAGGTTCGTTGAACCAT
GCTTGCATATAAGAGATGTAATTAAAACGAATGTAGCTGTAGCTAGCTAGCTAGC
TATCTAGCTTCCGCCCCAGCTAATTGATAGAATAATTAGTGAACATATTGCAATG



TTCTTCCTTCGCATGTGTGTATGTTTGTCTCGTGGTCTTTCAACTTTCACATGCGCA
TGCGCCTAACCTTGGCTGTTTTTGGTGGCAAAGCGACTGTGTGCGAGACCGGGTC
TCTACGTATCCCTTTGCCGCTATGTTATTAAGACTTAAAAAGGTATGAAATCAACT
AGT





