
IDENTIFICATION 

Species: Musa acuminata 

Locus: GSMUA_Achr4P21540_001 

Gene Model: GSMUA_Achr4P21540_001 

Description: MacEXPA-12 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Macuminata_v1  

KEGG: https://www.genome.jp/entry/T03447   

EXTERNAL RESOURCES 

https://banana-genome-hub.southgreen.fr/ 

https://musabase.org/  

https://phytozome-next.jgi.doe.gov/info/Macuminata_v1
https://www.genome.jp/entry/T03447
https://banana-genome-hub.southgreen.fr/
https://musabase.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>MacEXPA-12 

MAMASFVPVVSLLALLAPAAGRIPGVYTGGQWQSAHATFYGGSDASGTMGGACGY

GNLYSQGYGVETAALSTALFNEGQSCGACFEIKCAEDPQWCHRGSPSIFITATNFCPP

NYALPSDDGGWCNPPRPHFDLAMPAFLKIAEYRAGIVPVSFRRVPCRKSGGIRFTIHG

FKYFNLVLITNVAGAGDIVRVSVKGSRTGWMPMSRNWGQNWQSNAVLVGESLSFR

VTGSDRRTSTSWNIVPSTWQFGQTFEGKNFRV* 

CDS (coding sequence) 

>MacEXPA-12 

ATGGCGATGGCCTCCTTCGTCCCTGTCGTCTCCCTCCTTGCCCTCTTGGCGCCTGC

GGCGGGGCGCATTCCCGGCGTCTACACCGGCGGCCAGTGGCAGAGCGCCCACGC

CACCTTCTACGGCGGCAGCGACGCGTCCGGCACCATGGGAGGGGCGTGTGGGTA

CGGGAACCTCTACAGCCAGGGATACGGGGTCGAGACGGCAGCGTTGAGCACGGC

GCTGTTCAACGAGGGGCAGAGCTGCGGGGCGTGCTTCGAGATCAAGTGCGCGGA

GGACCCGCAGTGGTGCCACCGCGGGAGCCCCTCCATCTTCATCACCGCCACCAAC

TTCTGCCCGCCCAACTATGCGCTCCCCTCCGACGACGGCGGGTGGTGCAACCCGC

CCCGCCCCCACTTCGACCTCGCCATGCCTGCGTTCCTCAAGATCGCCGAGTACCG

GGCCGGGATCGTCCCCGTCTCCTTCCGAAGGGTGCCGTGCAGGAAATCCGGGGGG

ATCCGGTTCACCATCCACGGCTTCAAGTACTTCAACCTGGTGCTGATCACCAACG

TGGCGGGCGCCGGCGACATCGTCCGGGTCAGCGTGAAGGGGTCGCGCACCGGTT

GGATGCCCATGTCCCGCAACTGGGGCCAGAACTGGCAGTCCAACGCCGTCCTCGT

CGGCGAATCCCTCTCCTTCCGCGTCACCGGCAGCGACCGCCGCACCTCCACTTCCT

GGAACATCGTCCCTTCCACTTGGCAGTTCGGCCAGACCTTCGAGGGCAAGAACTT

CCGCGTCTAA 

Nucleotide 

>MacEXPA-12 

ATGGCGATGGCCTCCTTCGTCCCTGTCGTCTCCCTCCTTGCCCTCTTGGCGCCTGC

GGCGGGGCGCATTCCCGGCGTCTACACCGGCGGCCAGTGGCAGAGCGCCCACGC

CACCTTCTACGGCGGCAGCGACGCGTCCGGCACCATGGGTAAGCCACATTCCTCT

CGTGGTCGCCACGAACGAAGCCAGAGCTGACGGGATTTGTGTGTGGTTGATGGGT

ACACAGGAGGGGCGTGTGGGTACGGGAACCTCTACAGCCAGGGATACGGGGTCG



AGACGGCAGCGTTGAGCACGGCGCTGTTCAACGAGGGGCAGAGCTGCGGGGCGT

GCTTCGAGATCAAGTGCGCGGAGGACCCGCAGTGGTGCCACCGCGGGAGCCCCT

CCATCTTCATCACCGCCACCAACTTCTGCCCGCCCAACTATGCGCTCCCCTCCGAC

GACGGCGGGTGGTGCAACCCGCCCCGCCCCCACTTCGACCTCGCCATGCCTGCGT

TCCTCAAGATCGCCGAGTACCGGGCCGGGATCGTCCCCGTCTCCTTCCGAAGGTA

TTCCCTCCTCGCCCTCCTCTGTTTTGTTCCATGGGTAGAGCTCATCACGCTCGGAT

CATCGTCGATTGATCCTCGGGATCCGTGCAACCCATGGCAGGGTGCCGTGCAGGA

AATCCGGGGGGATCCGGTTCACCATCCACGGCTTCAAGTACTTCAACCTGGTGCT

GATCACCAACGTGGCGGGCGCCGGCGACATCGTCCGGGTCAGCGTGAAGGGGTC

GCGCACCGGTTGGATGCCCATGTCCCGCAACTGGGGCCAGAACTGGCAGTCCAAC

GCCGTCCTCGTCGGCGAATCCCTCTCCTTCCGCGTCACCGGCAGCGACCGCCGCA

CCTCCACTTCCTGGAACATCGTCCCTTCCACTTGGCAGTTCGGCCAGACCTTCGAG

GGCAAGAACTTCCGCGTCTAACACTGCAACTCGAATGCTGCTCCACTCTCCTTCCT

TTTAGTGACATGGAGGTGGCTGTCTGTGTGTGCGTCAGAGACTT 




