
IDENTIFICATION 

Species: Amborella trichopoda 

Locus: evm_27.model.AmTr_v1.0_scaffold00140 

Gene Model: evm_27.model.AmTr_v1.0_scaffold00140.33 

Description: AtrEXPA-09 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Atrichopoda_v1_0  

KEGG: https://www.genome.jp/entry/gn:T02990  

EXTERNAL RESOURCES 

https://plants.ensembl.org/Amborella_trichopoda/Info/Index?db=core 

https://phytozome-next.jgi.doe.gov/info/Atrichopoda_v1_0
https://www.genome.jp/entry/gn:T02990
https://plants.ensembl.org/Amborella_trichopoda/Info/Index?db=core


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AtrEXPA-09 

MALSMPFLLLLLLLSLLLFGDAKKYGQYRGGKWKHAHATFYGGNDGSGTMGGACG

YGDLNQQGYGLQTAALSSAMFNDGLKCGSCYEIRCTGEAKWCLGRRRSIVVTATNL

CPPNWDQPSDNGGWCNPPRHHFDLAMPAFLTLAKYEAGIVPVAYRRVPCKKKGGM

RFTITGHQYFNLVLVWNVGGAGDIVRMRVKGKKMGWVDMKRNWGQNWQSDIDL

TGQSLSFRVTTSDERVSTSWHVVPPSWQFGQTFISKKNFRAK* 

CDS (coding sequence) 

>AtrEXPA-09 

ATGGCGCTTTCGATGCCCTTCTTGTTGTTGCTTCTGCTCTTGTCTCTTCTGTTGTTC

GGCGATGCAAAGAAGTACGGCCAATACAGAGGCGGGAAATGGAAGCATGCTCAC

GCCACCTTCTATGGTGGAAATGATGGCTCTGGGACAATGGGGGGAGCCTGTGGGT

ATGGAGACCTGAACCAGCAGGGCTATGGGCTGCAAACGGCAGCGTTGAGCAGTG

CAATGTTCAATGATGGGCTCAAGTGTGGGTCGTGCTATGAGATCAGATGCACTGG

GGAAGCCAAGTGGTGCCTCGGAAGGCGACGCTCCATAGTTGTGACTGCCACAAA

CCTATGCCCCCCTAATTGGGATCAACCCAGCGACAATGGCGGGTGGTGCAACCCG

CCCCGGCACCACTTCGACCTCGCCATGCCGGCATTCCTCACCTTGGCCAAGTACG

AGGCCGGGATTGTCCCCGTGGCCTATCGCAGGGTCCCTTGCAAGAAGAAGGGGG

GAATGCGATTCACTATAACGGGACACCAGTACTTCAATTTGGTGCTCGTGTGGAA

CGTGGGGGGTGCCGGAGACATTGTGAGGATGCGTGTGAAGGGCAAAAAGATGGG

GTGGGTCGACATGAAGCGCAATTGGGGTCAAAATTGGCAATCAGATATCGACCTC

ACAGGCCAGTCTCTCTCTTTTAGGGTCACTACCAGTGATGAGAGGGTGTCCACTT

CTTGGCATGTTGTCCCCCCGAGTTGGCAATTTGGCCAGACCTTCATTAGCAAGAA

GAACTTCAGGGCCAAGTGA 

Nucleotide 

>AtrEXPA-09 

ATGGCGCTTTCGATGCCCTTCTTGTTGTTGCTTCTGCTCTTGTCTCTTCTGTTGTTC

GGCGATGCAAAGAAGTACGGCCAATACAGAGGCGGGAAATGGAAGCATGCTCAC

GCCACCTTCTATGGTGGAAATGATGGCTCTGGGACAATGGGTAAGATTGTCTCTT

ATTGTATACATTTCTTTTTTATTTTGTCGAAAGGGATTGTGTATGAGACTTTTTTTT



ATATAAAAGTAGCTATTTTGCAATGGGGTGCGGCACGCGGACAGGGTGTTGCATT

TCATCTCAACCAGTTGTTGAGTGGTTGAGATGAATTATTACTTTCATGGGATCGAT

AGTTTGCCACTTGAGTGGTGCATGGTTCATCTCGACCGTTCATTGTTGATGACAAA

TGTTTGAGTCGATCTGCAGCACATTCGGTGTGTTGTGCTTGTGTTTGGACCTTTTT

ATAAGACATAAAGATAACTTCTTTTAGTTACCATTTCCTCTTTTGATATGGCTGTT

ATATGAGTAGAATTTGATATGGCTCGTGGTTCTCGTAATGATATATTTTTCCCAAG

TATATTGTGATCCATATGTCATAAAACAAAGTGTCCATTACTTTCACATCAATGAT

GAATGGTGATGGGGAGAGATTGGGACCCATCATGAGTCATGTCATGTTCATGCTG

TTCTGTCAATCAGACGGATATCGATGGCACTCATGACCATAGGTTTTCCTTGTTTT

TATAGATTATTCTTTTCATTTTTTTGGTTTATTCAGTAGAGAAGACAGGCCCCTAT

TCATTTTTTCAAGTATTAAGAAATAACTTTTTGAAAGTGTTAGTAGGGTGGTGTTA

GTGGTAGGGATGAAAACTACAACGTGGTGACTAAAGTGAGGGGGTGCCATCACC

ACAACCCCAGCCTGTCCCTATAATTGTTATTGTCCTATAGAAATATCCCTCCATGA

ACACATATGACCATGGATTTTCTACAATCATACGGATCATATTATAGTGATATGG

ATGTTATTATGATTATTATTTGCTTTTCTCCATTTTCTGTATAGAGTTATACATGAT

CTGCCTATATGTCTGGTTTGTGGATGACACTTGCAGGGGGAGCCTGTGGGTATGG

AGACCTGAACCAGCAGGGCTATGGGCTGCAAACGGCAGCGTTGAGCAGTGCAAT

GTTCAATGATGGGCTCAAGTGTGGGTCGTGCTATGAGATCAGATGCACTGGGGAA

GCCAAGTGGTGCCTCGGAAGGCGACGCTCCATAGTTGTGACTGCCACAAACCTAT

GCCCCCCTAATTGGGATCAACCCAGCGACAATGGCGGGTGGTGCAACCCGCCCCG

GCACCACTTCGACCTCGCCATGCCGGCATTCCTCACCTTGGCCAAGTACGAGGCC

GGGATTGTCCCCGTGGCCTATCGCAGGCAAGTCACTATACGAACATGCTTAGCAG

TTCTATATGATAAGCTATTCCTGAAATTAGTTTTTTTTAATATAACCTCAAGCGTT

CTGTTGTTTCCTTTTTGGTCCAATGATCTCTAATAAACACATGGTTCTAATTTCACC

ACATCCATAGGCATCAATCTGAGCTTATCTTCATCTCTGATAGAATGAATCAATG

GTTGCGATTGCAGGGTCCCTTGCAAGAAGAAGGGGGGAATGCGATTCACTATAA

CGGGACACCAGTACTTCAATTTGGTGCTCGTGTGGAACGTGGGGGGTGCCGGAGA

CATTGTGAGGATGCGTGTGAAGGGCAAAAAGATGGGGTGGGTCGACATGAAGCG

CAATTGGGGTCAAAATTGGCAATCAGATATCGACCTCACAGGCCAGTCTCTCTCT

TTTAGGGTCACTACCAGTGATGAGAGGGTGTCCACTTCTTGGCATGTTGTCCCCCC

GAGTTGGCAATTTGGCCAGACCTTCATTAGCAAGAAGAACTTCAGGGCCAAGTGA 


