IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.5G438500

Gene Model: PhHAL.5G438500.1.p
Description: PhhEXPA-16

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Query seq.
Superfanilies

+ Name Accession Description Interval E-value
[+ PLND0193 super family 33423 expansin-A; Provisional 25-256 3.76e-119
SEQUENCES

Peptide

>PhhEXPA-16

MAKMLALLMMTPCAFFFFFFLGGPSVAAAQWTPAFATFYGGSDASGTMGGACGYG
NLYNAGYGTRTTALSTALFNNGAMCGACFTIACDARRSRYCKPGASITVTATNLCPP
NWALAGDRGGWCNPPRRHFDMSQPAWESIAVYRAGIVPVNYRRVPCRRAGGVRFT
VGGRSYFELVTVANVGGSGVVAQAWIRGARTDWMAMTRNWGANWQSNAYLNGQ
SLSFRLRSDDGRIVTANNVAPPGWWFGGTY TSNAQFY*

CDS (coding sequence)
>PhhEXPA-16

ATGGCGAAGATGCTCGCGCTCCTGATGATGACCCCGTGCGCCTTCTTCTTCTTCTT
CTTCCTCGGAGGGCCGTCGGTGGCGGCGGCTCAATGGACACCCGCCTTCGCCACC
TTCTACGGCGGCAGCGATGCCTCCGGCACCATGGGCGGCGCGTGCGGGTACGGC
AACCTTTACAACGCGGGGTACGGGACGCGGACGACGGCGCTGAGCACGGCGCTC
TTCAACAACGGCGCCATGTGCGGCGCCTGCTTCACCATCGCCTGCGACGCCCGGCL
GGTCGCGCTACTGCAAGCCGGGCGCCTCCATCACCGTCACGGCCACCAATCTCTG
CCCGCCCAACTGGGCGCTGGCCGGCGACCGCGGCGGCTGGTGCAACCCTCCGLGC
CGGCACTTCGACATGTCGCAGCCGGCGTGGGAGTCCATCGCCGTCTACCGCGCCG
GGATCGTTCCGGTGAACTACCGCCGCGTGCCGTGCCGGCGCGLCCGGLCGGLGTCCG
GTTCACCGTCGGCGGGAGAAGCTACTTCGAGCTGGTGACGGTGGCGAACGTGGG
CGGCAGCGGCGTGGTGGCGCAGGCCTGGATCAGGGGCGCCCGGACGGACTGGAT
GGCCATGACCCGGAACTGGGGCGCCAACTGGCAGAGCAACGCCTACCTCAACGG
GCAGAGCCTCTCGTTCCGCCTCCGGTCCGACGACGGCCGCATCGTCACGGCCAAC
AACGTCGCCCCCCCGGGGTGGTGGTTCGGCGGCACCTACACGTCCAATGCCCAGT
TCTACTGA

Nucleotide
>PhhEXPA-16

GTACTCGCCTGACCGCCGGATTGATCGAGCAGTTGATTGGTGCTGGCAAGTGTCA
GGGGCAACGTACACTATATATACGGCTCCTTGGTGACGATTCCTCGGCACCAACA
CACCCGGTCGTACGGCACCGAGCACTGGCAGCTAGCTGACATGGCGAAGATGCT
CGCGCTCCTGATGATGACCCCGTGCGCCTTCTTCTTCTTCTTCTTCCTCGGAGGGC
CGTCGGTGGCGGCGGCTCAATGGACACCCGCCTTCGCCACCTTCTACGGCGGCAG



CGATGCCTCCGGCACCATGGGTAAGCAAGCATCATATCCTGCTGCTCTTGCCATG
TCTGTCTTTGCATTGATGAATTGGACGGATCCATCAGTTTGCGAATGCTAACATCT
CTGATCCTCCGATCGATCACCAGGCGGCGCGTGCGGGTACGGCAACCTTTACAAC
GCGGGGTACGGGACGCGGACGACGGCGCTGAGCACGGCGCTCTTCAACAACGGC
GCCATGTGCGGCGCCTGCTTCACCATCGCCTGCGACGCCCGGCGGTCGCGCTACT
GCAAGCCGGGCGCCTCCATCACCGTCACGGCCACCAATCTCTGCCCGCCCAACTG
GGCGCTGGCCGGCGACCGCGGCGGCTGGTGCAACCCTCCGCGCCGGCACTTCGAC
ATGTCGCAGCCGGCGTGGGAGTCCATCGCCGTCTACCGCGCCGGGATCGTTCCGG
TGAACTACCGCCGCGTGCCGTGCCGGCGCGCCGGCGGCGTCCGGTTCACCGTCGG
CGGGAGAAGCTACTTCGAGCTGGTGACGGTGGCGAACGTGGGCGGCAGCGGCGT
GGTGGCGCAGGCCTGGATCAGGGGCGCCCGGACGGACTGGATGGCCATGACCCG
GAACTGGGGCGCCAACTGGCAGAGCAACGCCTACCTCAACGGGCAGAGCCTCTC
GTTCCGCCTCCGGTCCGACGACGGCCGCATCGTCACGGCCAACAACGTCGCCCCCC
CCGGGGTGGTGGTTCGGCGGCACCTACACGTCCAATGCCCAGTTCTACTGACGAC
GCCCGATTCTATCTATTCTTGTGATTTTCTTGCATGTCTCTTTTTTTCTTCTTCTTCT
TTTTCTTGGCTCTTTATTTGTTCCTTGTCGTAAAAATGTGCAGTATATTTATGCATT

ATTATTGC





