IDENTIFICATION
Species: Arabidopsis thaliana
Locus: AT2G20750

Gene Model: AT2G20750.1
Description: AtEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES

TAIR: https://www.arabidopsis.org/
KEGG: https://www.genome.jp/entry/T00041
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EXTERNAL RESOURCES
https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0e
939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1
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Superfanilies PLN03023

Name Accession Description Interval E-value
[+] PLN03023 super family ci33621 Expansin-like B1; Provisional 26-268  4.06e-42
SEQUENCES

Peptide

>AtEXPB-03

MQLFPVILPTLCVFLHLLISGSGSTPPLTHSNQQVAATRWLPATATWYGSAEGDGSSG
GACGYGSLVDVKPFKARVGAVSPILFKGGEGCGACYKVRCLDKTICSKRAVTIIATD
QSPSGPSAKAKHTHFDLSGAAFGHMAIPGHNGVIRNRGLLNILYRRTACKYRGKNIA
FHVNAGSTDYWLSLLIEYEDGEGDIGSMHIRQAGSKEWISMKHIWGANWCIVEGPLK
GPFSVKLTTLSNNKTLSATDVIPSNWVPKATYTSRLNFSPVL

CDS (coding sequence)
>AtEXPB-03

ATGCAGCTCTTTCCGGTCATCCTACCGACACTATGCGTCTTCCTCCACCTTCTAAT
AAGTGGCTCTGGCTCTACTCCACCGTTGACTCACTCCAATCAACAAGTGGCAGCC
ACTCGTTGGCTTCCCGCCACCGCAACCTGGTACGGAAGTGCCGAGGGAGACGGC
AGCAGCGGAGGAGCTTGTGGTTACGGATCGTTGGTGGACGTGAAGCCGTTTAAG
GCTAGAGTCGGAGCGGTGAGTCCGATTCTGTTCAAAGGTGGTGAAGGCTGCGGTG
CATGCTACAAGGTCAGGTGTCTCGACAAGACCATTTGCTCTAAGAGAGCAGTCAC
CATTATTGCCACCGACCAGTCACCGTCAGGACCATCTGCTAAAGCAAAACACACT
CATTTCGACCTCAGTGGCGCCGCCTTTGGACATATGGCTATTCCCGGCCATAACG
GTGTCATCCGCAACCGTGGCCTATTAAACATCCTCTACCGCCGAACGGCATGCAA
ATACAGAGGGAAGAACATAGCGTTTCATGTGAACGCAGGATCAACTGATTATTG
GTTATCGCTTCTCATTGAGTATGAAGACGGTGAAGGAGACATTGGCTCTATGCAC
ATTCGTCAAGCGGGATCTAAGGAGTGGATATCGATGAAGCACATATGGGGAGCG
AACTGGTGCATCGTCGAAGGACCACTCAAGGGACCATTCTCCGTGAAGCTCACAA
CTTTGTCCAACAATAAGACACTCTCCGCCACCGACGTCATCCCCAGTAACTGGGT
TCCCAAAGCTACTTACACCTCTCGCCTCAACTTCTCCCCTGTTCTCTAA
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Nucleotide
>AtEXPB-03

CAACAACATTGGCTTTAAAAATAAAAACGATGGAATCTTATAATTGCATAAACAC
ACACACACACACACCCTTTACCCTACGGGATCGTGCTAAATCAAGGCCCCTAACT
GTCAGTAGGTCCCATCCCCCCCTCATAAAATGGCACACTACGTAAATAAGAAGAA
TGGCTCTAGGACATTATCGTCATTTTCTTATCTGATGCAAAAGACTTGACTTTTCC
TTTTTGCAGACTTAACCATTCCTCCTCCTTCCCTCTCTATTTAACCAACTTAACCAA
CAATTCTTTCTCACTTCTCCACTTTTTTTCTCGGTTAGTGTCAGTTTTTTTGTTGGCT
AGTCTCTTCGGTCAAAATGCAGCTCTTTCCGGTCATCCTACCGACACTATGCGTCT
TCCTCCACCTTCTAATAAGTGGCTCTGGCTCTACTCCACCGTTGACTCACTCCAAT
CAACAAGTGGCAGCCACTCGTTGGCTTCCCGCCACCGCAACCTGGTACGGAAGTG
CCGAGGGAGACGGCAGCAGCGGTAAACATCTCTTACTTTTTTACTCACAATTTGT
TTGGTTTTTACTGTAACAGACCAAAAGTTTACTGCGAAATCAATAATAATGCAAG
GGCTTAATTATGAATGAAACCGCAGGAGGAGCTTGTGGTTACGGATCGTTGGTGG
ACGTGAAGCCGTTTAAGGCTAGAGTCGGAGCGGTGAGTCCGATTCTGTTCAAAGG
TGGTGAAGGCTGCGGTGCATGCTACAAGGTCAGGTGTCTCGACAAGACCATTTGC
TCTAAGAGAGCAGTCACCATTATTGCCACCGACCAGTCACCGTCAGGACCATCTG
CTAAAGCAAAACACACTCATTTCGACCTCAGTGGCGCCGCCTTTGGACATATGGC
TATTCCCGGCCATAACGGTGTCATCCGCAACCGTGGCCTATTAAACATCCTCTACC
GCCGGTACCTCTTCGCGCTATCTTATTATTTTATTTGACTACTATATGCTAACGAA
CAAATAATGAGTACATTTAAATGGTTTTTTCTTACATTGGGAGGAGTAAACAAAT
AAAGAAACTTTAACGGCGTTCTTGTTTTTTATCGATGGTCCCATATTTTGAGCTTT
GACTACACATAAACACAAACACACATATGGATCTCTGACACACTTGCACTTGTTT
GTTTTTTGCAAAACAGAACGGCATGCAAATACAGAGGGAAGAACATAGCGTTTC
ATGTGAACGCAGGATCAACTGATTATTGGTTATCGCTTCTCATTGAGTATGAAGA
CGGTGAAGGAGACATTGGCTCTATGCACATTCGTCAAGTAATATTTCTCATTAGT
CTCTCCCACATTTTCTTTAAAATGTATACTTAATATTACTTCATTTGTATGTTGATT
TATGAAGGCGGGATCTAAGGAGTGGATATCGATGAAGCACATATGGGGAGCGAA
CTGGTGCATCGTCGAAGGACCACTCAAGGGACCATTCTCCGTGAAGCTCACAACT
TTGTCCAACAATAAGACACTCTCCGCCACCGACGTCATCCCCAGTAACTGGGTTC
CCAAAGCTACTTACACCTCTCGCCTCAACTTCTCCCCTGTTCTCTAATTAGCCTCT
CTTCAAAAAAATTTTGTTGTGGGAGAGAGGAACACAGAGAAGACAATGAGTGAG
CCATCTCCAAAGTTAGGGGATTAAGAGCTTTTCATTGTGTGTGTGACTACTAACAT
TCTATGTTGTCCCTTTTCATTTTTTTCCTTCTCCATAGGGATGTGTGTATCATCTAT
AATGTTGTTTGTGGGACATTACTATATAAGAATTTACAAAAGATGTAATAATGTA
ATATGCAATCTCATTCCTTTTTTAGCTCAACTCTTTTGCATGCCC




