IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.1G113400

Gene Model: Pahal.1G113400.1.p
Description: PhEXPA-05
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366

GENE STRUCTURE

PhEXPA-05 —
3

L L 1 1 1 1 1
Gbp 2kbp 300bp G0t HKbp 104K 13006p

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

75 100 135 150 175 20 225 % 25
S i M S S T S I SO SO S SN M U SN SN Hnl AT T SO Wy S SO S SO A SO T ST et A SO SR SO S A SO A A S AT ST S S S A

Query seq,
Superfanilies

PLN#D193
Name Accession Desecription Interval E-value
[+ PLN00193 super family cl33423 expansin-A, Provisional 29-256 2848131
SEQUENCES
Peptide
>PhEXPA-05

MAGAYARAALALALWCALAAAAAGQTGQWLRAHATFYGGADASGTMGGACGYG
NLYAQGYGTRTTALSTALFADGAACGQCYKLVCDRKTDRTWCKPGVSVTVTATNF
CPPNWSIPSDRGGWCNPPRSHFDMAQPAWEKIGVYRGGIIPVIYRRVSCVKKGGVRF
AINGHDYFNLVLVTNVAGPGSIRAMDVRGSRSPDWMPMARNWGANWYSLTYLNG
QGLSFRVTVTDGQTIVFANVVPPNWRFGQSFASNLQFNL*

CDS (coding sequence)
>PhEXPA-05

ATGGCCGGAGCGTACGCCCGCGCGGCGCTCGCGCTCGCGCTCTGGTGCGCGCTGG
CGGCCGCGGCGGCTGGGCAGACCGGCCAGTGGCTCCGGGCGCACGCCACGTTCT
ACGGCGGCGCCGACGCCTCCGGCACCATGGGAGGCGCGTGCGGGTACGGGAACC
TGTACGCGCAGGGCTACGGCACGCGCACGACGGCGCTGAGCACGGCGCTCTTTGC
GGACGGCGCCGCCTGCGGGCAGTGCTACAAGCTGGTGTGCGACCGCAAGACGGA
CCGGACGTGGTGCAAGCCCGGGGTGTCGGTCACCGTCACGGCCACCAACTTCTGC
CCGCCCAACTGGAGCATCCCCAGCGACCGCGGCGGCTGGTGCAACLCCGLLGLGEG
TCGCACTTCGACATGGCGCAGCCGGCGTGGGAGAAGATCGGCGTCTACCGLCGGL
GGCATCATCCCCGTCATCTACCGAAGGGTGTCGTGCGTGAAGAAGGGCGGGGTG
CGCTTCGCCATCAACGGGCACGACTACTTCAACCTGGTGCTGGTGACCAACGTCG
CGGGGCCGGGGTCCATCAGGGCCATGGACGTCAGGGGGTCCCGGTCGCCGGACT
GGATGCCCATGGCGCGCAACTGGGGCGCCAACTGGTACTCCCTCACCTACCTCAA
CGGCCAGGGGCTCTCCTTCAGGGTCACCGTCACCGACGGCCAGACCATCGTCTTC
GCCAACGTCGTGCCGCCCAACTGGAGGTTCGGGCAGTCCTTCGCCAGCAACCTGC
AGTTCAACCTCTGA

Nucleotide
>PhEXPA-05

GCATTCATTCAGTTCGAAATAAAGCCATTCTTTGCCAACGAACAAGATAGCTAAG
CACGGCATGGCCGGAGCGTACGCCCGCGCGGCGLCTCGCGCTCGCGLCTCTGGTGLG
CGCTGGCGGCCGCGGCGGCTGGGCAGACCGGCCAGTGGCTCCGGGCGCACGCCA
CGTTCTACGGCGGCGCCGACGCCTCCGGCACCATGGGTAAGCCCCACCTACTACC



TGCCGCTCACAACGCACGCACGCGACGTGCTAATCGTCGTTGATGAAAGATCGTA
ACGGCTGATGTGCGACGCGACCTATCCATTGCAGGAGGCGCGTGCGGGTACGGG
AACCTGTACGCGCAGGGCTACGGCACGCGCACGACGGCGCTGAGCACGGCGCLTC
TTTGCGGACGGCGCCGCCTGCGGGCAGTGCTACAAGCTGGTGTGCGACCGCAAG
ACGGACCGGACGTGGTGCAAGCCCGGGGTGTCGGTCACCGTCACGGCCACCAAC
TTCTGCCCGCCCAACTGGAGCATCCCCAGCGACCGCGGCGGCTGGTGCAACCCGC
CGCGGTCGCACTTCGACATGGCGCAGCCGGCGTGGGAGAAGATCGGCGTCTACC
GCGGCGGCATCATCCCCGTCATCTACCGAAGGTGATACGCACGCAACGATCGCAG
CACATCAGAAATAATTGTCTTTCTACACACATCGATCGTCGATCGATCTCACCAC
GTCGATCTCCAAACCAAATTGCAACTGGTTTGCAGGGTGTCGTGCGTGAAGAAGG
GCGGGGTGCGCTTCGCCATCAACGGGCACGACTACTTCAACCTGGTGCTGGTGAC
CAACGTCGCGGGGCCGGGGTCCATCAGGGCCATGGACGTCAGGGGGTCCCGGTC
GCCGGACTGGATGCCCATGGCGCGCAACTGGGGCGCCAACTGGTACTCCCTCACC
TACCTCAACGGCCAGGGGCTCTCCTTCAGGGTCACCGTCACCGACGGCCAGACCA
TCGTCTTCGCCAACGTCGTGCCGCCCAACTGGAGGTTCGGGCAGTCCTTCGCCAG
CAACCTGCAGTTCAACCTCTGAGCAAGCAATGCGTACGTACGTGCTGCCTCTGAT
CTCGACCTCCGATCGATCGATTAAGGTGTTGGGTATAGGATGCAGCATATACCTG
GATCGATTTGGAAGACATGCTGTGGAGAGAGAACTGGTTGCCATATCTGTAGGAA
TTGTACTTATTACTACCTGCTTGGAAGAATTCGATCAAAAGATATTTTTGTTGATT
GCTTGCGCTTGTAGTGTGCTGTGTGATGTACATAAATAGATTTTATT



