
IDENTIFICATION 

Species: Aquilegia coerulea 

Locus: Aqcoe6G320100 

Gene Model: Aqcoe6G320100.1.p 

Description: AcEXPA-19 

Family: Alpha Expansin 

3D structure: 

 

GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acoerulea_v3_1 

EXTERNAL RESOURCES 



GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AcEXPA-19 

MASFQVKLCYYLTFFKIISIIAASYSSDEWKSATATYTKETDGSLITEGACGYGDLHRI

SYGKYSAGLSGLLFERGRSCGSCYEVRCVNHIHWCLVGSPSIVVTATDFCPPNYGLA

NDYGGWCNFPRQHFEMSELAFAEIAMRKADIVQIQYKRVNCDRSGGMRFTIMGTSY

FYQVLVTNVGLDGVVAAVKVKGSRTGWLPMGRNWGQIWQCNTNLQGQPLSFEVTT

SSGRAITSYNVAPKRWQFGQTFEGKQF* 

CDS (coding sequence) 

>AcEXPA-19 

ATGGCTTCTTTCCAAGTTAAGCTCTGCTATTATTTGACCTTTTTCAAGATAATAAG

CATAATTGCAGCTAGTTATAGTAGTGATGAATGGAAATCTGCTACTGCTACCTAC

ACCAAAGAAACAGATGGGTCTCTTATTACTGAAGGTGCTTGTGGTTATGGAGACC

TGCACAGAATAAGTTATGGGAAGTATAGTGCTGGATTGAGTGGTTTGTTGTTCGA

AAGAGGTCGAAGTTGCGGCAGTTGCTATGAGGTTAGGTGTGTTAATCACATCCAT

TGGTGTCTTGTAGGAAGTCCTTCCATTGTAGTTACTGCTACTGATTTCTGCCCTCC

AAACTATGGACTAGCAAATGATTATGGTGGGTGGTGCAATTTCCCTCGCCAACAC

TTTGAGATGTCTGAATTGGCTTTCGCAGAAATAGCAATGAGGAAAGCTGATATTG

TGCAGATTCAGTACAAGAGGGTGAACTGCGATAGAAGTGGGGGGATGAGATTTA

CCATAATGGGGACTTCTTACTTCTATCAAGTCCTGGTCACCAATGTGGGGTTAGAT

GGTGTGGTAGCTGCAGTGAAAGTGAAGGGATCAAGGACAGGGTGGTTACCCATG

GGAAGAAACTGGGGTCAGATATGGCAATGCAATACAAACCTCCAAGGGCAGCCT

CTATCATTCGAGGTGACAACAAGTAGCGGACGAGCAATTACATCATACAATGTTG

CTCCAAAACGTTGGCAATTCGGTCAGACATTTGAAGGGAAACAATTCTAG 

Nucleotide 

>AcEXPA-19 

AAAGAGTTAAAACATATTTCCAGGTGGATATTATTTTCCCGCTCACTTTAAAAAA

TGTTTTCTTAATTCTCTGTCTGCTGTTTGTCTGGACTGGAGACTTGGAGAGTGGAG

AGTGGAGACTCTCTCTACTTTGACCTTTTTTTCTCTCAAAAGCAGAGCCAAACCAA

CTTACAACCACATTGGAAGAACAAAGAAACCCTACCTAAACCCTAAAAACAACT



AAAAAAGCCCTCTGGATTCTGCTTCCATCTCCTGTTTCTGCCAAATCCTTGCACAT

TTCTCTCATTTTGTACTCTTTAACGTCATTTTAAGACCAATGTACCCTTGAGTTGA

ATCTCTTCAAAAGTCCCAAATGTGAAAGCTTTTTGTGCTAATATTCAAAGGGTATT

CTTCTTTTGTTCTTTGTTTACAATCCCCATAAAAGAACCAAGAAAAGATCCTTCAA

TATTGTCTTGCTAAAACCATTCCCCAAACATCTCTTTTCTTTCTGAAATGGCTTCTT

TCCAAGTTAAGCTCTGCTATTATTTGACCTTTTTCAAGATAATAAGCATAATTGCA

GCTAGTTATAGTAGTGATGAATGGAAATCTGCTACTGCTACCTACACCAAAGAAA

CAGATGGGTCTCTTATTACTGGTAAAGTGGTACTTTACCAATTTATTTTCCATGTT

ATGTGAAGTGTTTTTTTCTACTTGTTTCTAAAATAAGTGATTGATGTTGCAGAAGG

TGCTTGTGGTTATGGAGACCTGCACAGAATAAGTTATGGGAAGTATAGTGCTGGA

TTGAGTGGTTTGTTGTTCGAAAGAGGTCGAAGTTGCGGCAGTTGCTATGAGGTTA

GGTGTGTTAATCACATCCATTGGTGTCTTGTAGGAAGTCCTTCCATTGTAGTTACT

GCTACTGATTTCTGCCCTCCAAACTATGGACTAGCAAATGATTATGGTGGGTGGT

GCAATTTCCCTCGCCAACACTTTGAGATGTCTGAATTGGCTTTCGCAGAAATAGC

AATGAGGAAAGCTGATATTGTGCAGATTCAGTACAAGAGGTGAGAATGATAAAC

TCCAATAAGAAAACGCACTTCTTTGCACATTTGATGAATGAACAAAACAAAAACA

AAACAAAATTGTTTATTTAGTTTTGAACAGGGTTTGTCATAAAGTTAGGGAGCAT

TTTGTTTATGCCAAATGTTTTATTATTGCTACAACAGTGATCACTTATAAGTATTA

TGGTTTCTAGAGCATCCTGTTAAGGAGAAATCTGATGAGGTCCTCTGAGCTAGTG

ATTCAGATTGCCTTGCCCAGGCTGCAATGCTTGATGCCCCTGGTTCAAGATGTGC

AAGCTTGCCCATGCCGCAATACCATTATGCTGCACAAACTAATATATTCTTAACCT

AAATCGACGAAGGATCTAAAGCACTAATTACGCTTAAAACATAGACTTTTTGGAA

AAGATGTCACTTTGATTAAGGAATCAACCTTGCATCTCTAGGATAGGCTTATTTTG

GTATCCATCACCAATTCCTAGTTGGTTAATGGTATTGATCACCATGTCTGGCAACT

TTCTACTCCCCTAGTCCCCTTTCTAGAAAGTAATCAATTTGTGTGCATTTTGTGTA

GGGTGAACTGCGATAGAAGTGGGGGGATGAGATTTACCATAATGGGGACTTCTT

ACTTCTATCAAGTCCTGGTCACCAATGTGGGGTTAGATGGTGTGGTAGCTGCAGT

GAAAGTGAAGGGATCAAGGACAGGGTGGTTACCCATGGGAAGAAACTGGGGTCA

GATATGGCAATGCAATACAAACCTCCAAGGGCAGCCTCTATCATTCGAGGTGACA

ACAAGTAGCGGACGAGCAATTACATCATACAATGTTGCTCCAAAACGTTGGCAAT

TCGGTCAGACATTTGAAGGGAAACAATTCTAGAAGATGAAAAGGAAAAGAACTA

AGTCAAGAGTACCTCAAACACCTGCACTCTCTTGTTTACCGATGCATTTACAGAT

AAGCGACAGGAAAGTATATGCCAATGTTATGTTACAAAGTCCATGAGTTGGTCAA

AAAAAGCTAGATAATTGCATGAAAACAGGAAAAGAAAGGAAGAGAATGAGAAG

AAATGGTCCCAGATTATTTTCTTTTCTTCACATCAACCGATTAGAAAATTATGGAT

GTGGTGGGGAACTGTAATTATACAAAAGAGAAAGTCGATATGCCTTACCTCTACT

TTCTCCCTTCTGCTATATCCTATGTTTTCCTGCCTTACCTCTACTTTCTCCCTTCTGC

TATATCCTATGTTTTCCTGCTTGTTCTTATTATGATTACATGCATTACAAAAATCA

GCATGTCCTGGTCCTGGCGTCCTGCGATATTTT 


