IDENTIFICATION

Species: Aquilegia coerulea
Locus: Aqcoe6G320100

Gene Model: Aqcoe6G320100.1.p
Description: AcCEXPA-19

Family: Alpha Expansin

3D structure:
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Name Accession Description Interval E-value
[+ PLN00050 super family ci31535 expansin A; Provisional 30-254  1.25e-85
SEQUENCES
Peptide
>AcEXPA-19

MASFQVKLCYYLTFFKIISITAASYSSDEWKSATATYTKETDGSLITEGACGYGDLHRI
SYGKYSAGLSGLLFERGRSCGSCYEVRCVNHIHWCLVGSPSIVVTATDFCPPNYGLA
NDYGGWCNFPRQHFEMSELAFAEIAMRKADIVQIQYKRVNCDRSGGMRFTIMGTSY
FYQVLVTINVGLDGVVAAVKVKGSRTGWLPMGRNWGQIWQCNTNLQGQPLSFEVTT
SSGRAITSYNVAPKRWQFGQTFEGKQF*

CDS (coding sequence)
>AcEXPA-19

ATGGCTTCTTTCCAAGTTAAGCTCTGCTATTATTTGACCTTTTTCAAGATAATAAG
CATAATTGCAGCTAGTTATAGTAGTGATGAATGGAAATCTGCTACTGCTACCTAC
ACCAAAGAAACAGATGGGTCTCTTATTACTGAAGGTGCTTGTGGTTATGGAGACC
TGCACAGAATAAGTTATGGGAAGTATAGTGCTGGATTGAGTGGTTTGTTGTTCGA
AAGAGGTCGAAGTTGCGGCAGTTGCTATGAGGTTAGGTGTGTTAATCACATCCAT
TGGTGTCTTGTAGGAAGTCCTTCCATTGTAGTTACTGCTACTGATTTCTGCCCTCC
AAACTATGGACTAGCAAATGATTATGGTGGGTGGTGCAATTTCCCTCGCCAACAC
TTTGAGATGTCTGAATTGGCTTTCGCAGAAATAGCAATGAGGAAAGCTGATATTG
TGCAGATTCAGTACAAGAGGGTGAACTGCGATAGAAGTGGGGGGATGAGATTTA
CCATAATGGGGACTTCTTACTTCTATCAAGTCCTGGTCACCAATGTGGGGTTAGAT
GGTGTGGTAGCTGCAGTGAAAGTGAAGGGATCAAGGACAGGGTGGTTACCCATG
GGAAGAAACTGGGGTCAGATATGGCAATGCAATACAAACCTCCAAGGGCAGCCT
CTATCATTCGAGGTGACAACAAGTAGCGGACGAGCAATTACATCATACAATGTTG
CTCCAAAACGTTGGCAATTCGGTCAGACATTTGAAGGGAAACAATTCTAG

Nucleotide
>AcEXPA-19

AAAGAGTTAAAACATATTTCCAGGTGGATATTATTTTCCCGCTCACTTTAAAAAA
TGTTTTCTTAATTCTCTGTCTGCTGTTTGTCTGGACTGGAGACTTGGAGAGTGGAG
AGTGGAGACTCTCTCTACTTTGACCTTTTTTTCTCTCAAAAGCAGAGCCAAACCAA
CTTACAACCACATTGGAAGAACAAAGAAACCCTACCTAAACCCTAAAAACAACT



AAAAAAGCCCTCTGGATTCTGCTTCCATCTCCTGTTTCTGCCAAATCCTTGCACAT
TTCTCTCATTTTGTACTCTTTAACGTCATTTTAAGACCAATGTACCCTTGAGTTGA
ATCTCTTCAAAAGTCCCAAATGTGAAAGCTTTTTGTGCTAATATTCAAAGGGTATT
CTTCTTTTGTTCTTTGTTTACAATCCCCATAAAAGAACCAAGAAAAGATCCTTCAA
TATTGTCTTGCTAAAACCATTCCCCAAACATCTCTTTTCTTTCTGAAATGGCTTCTT
TCCAAGTTAAGCTCTGCTATTATTTGACCTTTTTCAAGATAATAAGCATAATTGCA
GCTAGTTATAGTAGTGATGAATGGAAATCTGCTACTGCTACCTACACCAAAGAAA
CAGATGGGTCTCTTATTACTGGTAAAGTGGTACTTTACCAATTTATTTTCCATGTT
ATGTGAAGTGTTTTTTTCTACTTGTTTCTAAAATAAGTGATTGATGTTGCAGAAGG
TGCTTGTGGTTATGGAGACCTGCACAGAATAAGTTATGGGAAGTATAGTGCTGGA
TTGAGTGGTTTGTTGTTCGAAAGAGGTCGAAGTTGCGGCAGTTGCTATGAGGTTA
GGTGTGTTAATCACATCCATTGGTGTCTTGTAGGAAGTCCTTCCATTGTAGTTACT
GCTACTGATTTCTGCCCTCCAAACTATGGACTAGCAAATGATTATGGTGGGTGGT
GCAATTTCCCTCGCCAACACTTTGAGATGTCTGAATTGGCTTTCGCAGAAATAGC
AATGAGGAAAGCTGATATTGTGCAGATTCAGTACAAGAGGTGAGAATGATAAAC
TCCAATAAGAAAACGCACTTCTTTGCACATTTGATGAATGAACAAAACAAAAACA
AAACAAAATTGTTTATTTAGTTTTGAACAGGGTTTGTCATAAAGTTAGGGAGCAT
TTTGTTTATGCCAAATGTTTTATTATTGCTACAACAGTGATCACTTATAAGTATTA
TGGTTTCTAGAGCATCCTGTTAAGGAGAAATCTGATGAGGTCCTCTGAGCTAGTG
ATTCAGATTGCCTTGCCCAGGCTGCAATGCTTGATGCCCCTGGTTCAAGATGTGC
AAGCTTGCCCATGCCGCAATACCATTATGCTGCACAAACTAATATATTCTTAACCT
AAATCGACGAAGGATCTAAAGCACTAATTACGCTTAAAACATAGACTTTTTGGAA
AAGATGTCACTTTGATTAAGGAATCAACCTTGCATCTCTAGGATAGGCTTATTTTG
GTATCCATCACCAATTCCTAGTTGGTTAATGGTATTGATCACCATGTCTGGCAACT
TTCTACTCCCCTAGTCCCCTTTCTAGAAAGTAATCAATTTGTGTGCATTTTGTGTA
GGGTGAACTGCGATAGAAGTGGGGGGATGAGATTTACCATAATGGGGACTTCTT
ACTTCTATCAAGTCCTGGTCACCAATGTGGGGTTAGATGGTGTGGTAGCTGCAGT
GAAAGTGAAGGGATCAAGGACAGGGTGGTTACCCATGGGAAGAAACTGGGGTCA
GATATGGCAATGCAATACAAACCTCCAAGGGCAGCCTCTATCATTCGAGGTGACA
ACAAGTAGCGGACGAGCAATTACATCATACAATGTTGCTCCAAAACGTTGGCAAT
TCGGTCAGACATTTGAAGGGAAACAATTCTAGAAGATGAAAAGGAAAAGAACTA
AGTCAAGAGTACCTCAAACACCTGCACTCTCTTGTTTACCGATGCATTTACAGAT
AAGCGACAGGAAAGTATATGCCAATGTTATGTTACAAAGTCCATGAGTTGGTCAA
AAAAAGCTAGATAATTGCATGAAAACAGGAAAAGAAAGGAAGAGAATGAGAAG
AAATGGTCCCAGATTATTTTCTTTTCTTCACATCAACCGATTAGAAAATTATGGAT
GTGGTGGGGAACTGTAATTATACAAAAGAGAAAGTCGATATGCCTTACCTCTACT
TTCTCCCTTCTGCTATATCCTATGTTTTCCTGCCTTACCTCTACTTTCTCCCTTCTGC
TATATCCTATGTTTTCCTGCTTGTTCTTATTATGATTACATGCATTACAAAAATCA
GCATGTCCTGGTCCTGGCGTCCTGCGATATTTT




