IDENTIFICATION

Species: Populus deltoides

Locus: Podel.10G207300

Gene Model: Podel.10G207300.1.p
Description: PAEXPA-18

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94 v2 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Query seq.
Superfanilies PLNOOOSO

+ Name Accession Description Interval E-value
[+] PLN00050 super family cl31535 expansin A; Provisional 29-256 1.76e-124
SEQUENCES

Peptide

>PdEXPA-18

MAIRATICVASLVLFLTLVEARIPGVYTGGAWQSAHATFYGGSDASGTMGGACGYG
NLYSQGYGVNTAALSTALFNNGLSCGACFEIKCGNDPQWCHSGSPSILITATNFCPPN
YALPSDNGGWCNPPRPHFDLAMPVFLKIAEYRAGIVPVSYRRVPCRKRGGIRFQINGH
RYFNLVLITNVAGAGDIVKVSVKGSKTGWMSMSRNWGQNWQSNSVLVGQSLSFRV
TGSDRRTSTSWNVVPSNWQFSQTFVGKNFRV*

CDS (coding sequence)
>PdEXPA-18

ATGGCTATTAGGGCTACCATTTGTGTTGCGTCTTTGGTGCTGTTTTTGACTCTTGTC
GAGGCAAGAATTCCTGGTGTTTACACTGGAGGAGCCTGGCAGAGCGCCCATGCTA
CTTTTTACGGTGGCAGTGACGCCTCTGGGACTATGGGCGGTGCTTGTGGGTACGG
CAACTTGTACAGCCAAGGCTATGGCGTGAATACCGCAGCACTAAGCACAGCCCTG
TTCAACAATGGCCTTAGTTGTGGTGCTTGCTTTGAAATAAAGTGCGGTAATGACC
CACAATGGTGCCACTCTGGTAGCCCGTCAATTTTAATCACAGCAACAAACTTTTG
CCCTCCTAATTATGCACTGCCCAGTGATAATGGTGGTTGGTGCAATCCTCCTCGTC
CTCACTTCGATCTTGCTATGCCTGTGTTCCTCAAGATCGCTGAGTACCGTGCTGGC
ATCGTCCCTGTCTCTTACCGCCGGGTGCCGTGTAGAAAACGAGGGGGGATCAGGT
TCCAAATCAACGGTCACCGTTACTTCAACTTGGTTTTGATCACCAACGTTGCAGGT
GCAGGAGATATTGTGAAAGTGAGCGTGAAGGGATCAAAGACTGGATGGATGAGC
ATGAGTCGTAACTGGGGTCAAAACTGGCAGTCAAACTCAGTTTTGGTTGGCCAGT
CATTATCTTTCAGGGTCACCGGCAGTGATAGACGCACCTCTACTTCATGGAACGT
TGTTCCTTCAAACTGGCAATTTAGTCAGACTTTCGTTGGAAAGAATTTTAGGGTTT
AA

Nucleotide
>PdEXPA-18

CCAAATCCCCATCTCTAGAAGCCTCTTCATAGTCTAGCGACAGGTGGAAGCAATG
GCTATTAGGGCTACCATTTGTGTTGCGTCTTTGGTGCTGTTTTTGACTCTTGTCGA
GGCAAGAATTCCTGGTGTTTACACTGGAGGAGCCTGGCAGAGCGCCCATGCTACT
TTTTACGGTGGCAGTGACGCCTCTGGGACTATGGGTACTGTCATCTTGAACCGTTC
ATGCTAAGTAGTTAGCTTCTTGAATTTTTGATATGTTCATGAGTTGTTTCTACATTT



TGTATAACCCCTCCCATGTTTTCTTCTTGCATTTCCCATGACAGAACCATAAACAC
AGAGCAAGCCCATACCTTTCCCTGCTTTTTAACAGCACTGAACTCTGTTTTAACCA
AAATCAGATTTCAGAGGCATTTAAACGCAATTAGCACACGCCAATACCACGCATT
GCAAATAAATATTAAAATTCCATTTTAAGTATTCGAAAACCAAAAGTCTAAATCC
CACATAAGGAAATTAATTGATCTTATTTCTTGTGTTCAGGCGGTGCTTGTGGGTAC
GGCAACTTGTACAGCCAAGGCTATGGCGTGAATACCGCAGCACTAAGCACAGCC
CTGTTCAACAATGGCCTTAGTTGTGGTGCTTGCTTTGAAATAAAGTGCGGTAATG
ACCCACAATGGTGCCACTCTGGTAGCCCGTCAATTTTAATCACAGCAACAAACTT
TTGCCCTCCTAATTATGCACTGCCCAGTGATAATGGTGGTTGGTGCAATCCTCCTC
GTCCTCACTTCGATCTTGCTATGCCTGTGTTCCTCAAGATCGCTGAGTACCGTGCT
GGCATCGTCCCTGTCTCTTACCGCCGGTAAACATACAACCTATTTATCAGTTCAAT
TTTAGTACGAATAAATCTGCCTGGACTCTAGACTATAAAATGTGATTGCATGATTT
CCTATGCTAGTATAGAATGACTGGTCTTTCAAGATTTCTAAGCGTACAATCTTCTG
AAACTTCTGATCAACAGTATTTTCTGAAGAGATCAGAATCATCAGATAGAATATC
TACTTCGTCCCCACCTCCAAATTACTAATATGCCATCTGTTTCTTTTATAGGGTGC
CGTGTAGAAAACGAGGGGGGATCAGGTTCCAAATCAACGGTCACCGTTACTTCA
ACTTGGTTTTGATCACCAACGTTGCAGGTGCAGGAGATATTGTGAAAGTGAGCGT
GAAGGGATCAAAGACTGGATGGATGAGCATGAGTCGTAACTGGGGTCAAAACTG
GCAGTCAAACTCAGTTTTGGTTGGCCAGTCATTATCTTTCAGGGTCACCGGCAGT
GATAGACGCACCTCTACTTCATGGAACGTTGTTCCTTCAAACTGGCAATTTAGTCA
GACTTTCGTTGGAAAGAATTTTAGGGTTTAAACTGGTTTAATTTAAATTTCCCTCT
TCGATATTTTGCGTTTTTTTTCCGTGCCTTTTCTTTCCCAGGTGAAAAAAGTGGAA
ATGAGAAAAGCGAGTCGGTGGTGGCGGTGAAAGGGAGAGTTTTGTACTTTTTTTT
TAAAGGGTGGTTGTTTTGTTAATGGGTAAAAAAAAAAAGGTGAAAAAGTGAATG
TAGTAAGGTCGGAAGCCGAGGTGGCTGCAAGGATGAATGTAGCCCGCCGCTTTTG
TTTACCATGTGATAAATTGATATCTATATATATACATACAAGAATCTTGTTTC






