
IDENTIFICATION 

Species: Sesamum indicum 

Locus: XP_011074708 

Gene Model: XP_011074708.1 

Description: SinEXPA-05 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Sesamum+indicum%5Borgn%5D   

KEGG: https://www.genome.jp/entry/gn:T04135  

EXTERNAL RESOURCES 

- 

 

https://www.ncbi.nlm.nih.gov/genome/?term=Sesamum+indicum%5Borgn%5D
https://www.genome.jp/entry/gn:T04135


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SinEXPA-05 

MKMSRNCVLPLVIIVGLCCLMMNADAISPSGWTQAHATFYGGSDASGTMGGACGY

GNLYSSGYGTRTAALSTALFNDGASCGQCYKIMCDYNADPQWCKKGMSVTITAXC

NPPRQHFDMAQPAWEKIGIYRGGIVPVLYQRVPCKKHGGVRFTINGRDYFELVMISN

VGNAGSIRSVQIKGSKTGWMAMSRNWGANWQSNAYLNGQSISFMVTTTDGVTKTF

SNVVPSNWAFGQTYSSPIQF 

CDS (coding sequence) 

>SinEXPA-05 

TCTTCACTTTTGCAATAAAGTCCCACATAACTACCAACAATTCTCTCATCCTCAAA

ACAAAAAACAACAAATGAAAATGTCTCGAAATTGTGTTCTCCCTCTTGTGATCAT

AGTCGGATTATGTTGTCTTATGATGAACGCTGATGCCATCTCGCCGTCCGGATGG

ACTCAAGCTCATGCCACATTCTACGGAGGCAGCGATGCTTCCGGCACAATGGGGG

GTGCTTGTGGATATGGGAACTTGTATTCGTCTGGGTACGGTACTAGAACGGCAGC

GTTGAGCACAGCATTGTTCAACGACGGGGCATCATGTGGGCAGTGCTACAAGATA

ATGTGTGATTACAATGCTGACCCTCAATGGTGCAAGAAGGGCATGTCCGTAACCA

TCACCGCCNGGTGCAACCCGCCCCGCCAGCATTTCGACATGGCTCAACCGGCTTG

GGAGAAGATTGGTATCTATAGAGGCGGTATCGTGCCCGTCCTCTACCAAAGGGTT

CCTTGCAAGAAGCACGGTGGAGTCAGATTCACGATCAACGGTAGGGACTACTTTG

AGCTAGTGATGATCAGCAACGTGGGAAATGCTGGATCCATTAGATCAGTCCAAAT

CAAGGGCTCAAAAACGGGGTGGATGGCTATGTCCAGAAATTGGGGTGCAAATTG

GCAGTCCAATGCTTACCTCAATGGCCAATCAATCTCCTTCATGGTCACAACAACT

GACGGCGTTACAAAAACGTTCTCAAACGTTGTCCCATCTAATTGGGCTTTCGGAC

AGACGTATTCGAGCCCAATCCAATTCTGAGCTAAATATGGGCCCTCGAGTTCTTG

GTGGTTTTGGGCTTTGGTATTTTGCCGGCCGCGGCGTGCTTACTATTTTACCAAAA

GCAGCCCGCCAACGTTATTTTGCGCTACACGAATTGTACTTTGTTGTTGTTTTATT

TTGTTCGCGATGGGAACGGACCGATGAACTCGAGCCTTAAACTAGAAGGGAAAT

TGGTGGGCACTTTGTATTTAGTCGTCTTTGTTTTCCAATTTCAATTATATTTAAATA

TACATTCATACCCGAAATAAGAAGTACGGTAGCACGAAGCTTTGTATTGCTTGTT

TTCTATTGTTGCATGCAATTCTTGTAATCATAGTATGAGAAAGACATACATATGTA

TTTTTTGTTTTAAATTTTCGATCA 

Nucleotide 



>SinEXPA-05 

ACTAGTATGTAAGTCTTCACCACACGTGAAAGACAACACTCACTCTCGTCTCAAC

TCTTTCTTTTATCTCTCGATTACACAGAGAACTTATATATTTTTCTCTCTACTCTAC

TCTACGAAACAATGTTAATAAGAGTAGTATTTATAGCCATGACTTATCCTTTTCCA

ACTCAACTTGGGATTTCTAAGTTGAATCGGGTTATCCTTCTCCAACTCAACTTGGG

ATTTCTAAGTTGAATCGGGTTATCCTTCTCCAACTCAACTTAGGATTTCTAAGTTG

AATCGGTCATCCTTGACTTCTTCAAATCAATCTTCATAATTTAACACATTCGGTTA

TGTGATTCATTTAATGAATTATTGCCAATTTCTTTACAAGCCCAAGTCTTAGGCCT

AATAAATATTTATGAAGCAATTACGGCTTGGGCCTAGGACTGTGAACTAGCCTCT

GCCCATTTTGGGTCAAACTCTAAAGCATTTTCATAACCATGAAGCCCAAAAAGTG

ATCGAAAATTTAAAACAAAAAATACATATGTATGTCTTTCTCATACTATGATTAC

AAGAATTGCATGCAACAATAGAAAACAAGCAATACAAAGCTTCGTGCTACCGTA

CTTCTTATTTCGGGTATGAATGTATATTTAAATATAATTGAAATTGGAAAACAAA

GACGACTAAATACAAAGTGCCCACCAATTTCCCTTCTAGTTTAAGGCTCGAGTTC

ATCGGTCCGTTCCCATCGCGAACAAAATAAAACAACAACAAAGTACAATTCGTGT

AGCGCAAAATAACGTTGGCGGGCTGCTTTTGGTAAAATAGTAAGCACGCCGCGG

CCGGCAAAATACCAAAGCCCAAAACCACCAAGAACTCGAGGGCCCATATTTAGC

TCAGAATTGGATTGGGCTCGAATACGTCTGTCCGAAAGCCCAATTAGATGGGACA

ACGTTTGAGAACGTTTTTGTAACGCCGTCAGTTGTTGTGACCATGAAGGAGATTG

ATTGGCCATTGAGGTAAGCATTGGACTGCCAATTTGCACCCCAATTTCTGGACAT

AGCCATCCACCCCGTTTTTGAGCCCTTGATTTGGACTGATCTAATGGATCCAGCAT

TTCCCACGTTGCTGATCATCACTAGCTCAAAGTAGTCCCTACCGTTGATCGTGAAT

CTGACTCCACCGTGCTTCTTGCAAGGAACCCTGCACCGTAACCATGGGAATATCA

ACTATTAAACTTTACACAATATAAAGGGTGGAAAAAAATAAAACAAAACATTCA

TACCCTTGTGTTAGTAATAAAAAAGTGAACTGACAAAATTATCCTTTTTTCATTAA

TATAACATATAGAAATAATTTAGCAAACCTTTGGTAGAGGACGGGCACGATACCG

CCTCTATAGATACCAATCTTCTCCCAAGCCGGTTGAGCCATGTCGAAATGCTGGC

GGGGCGGGTTGCACCGGCGGTGATGGTTACGGACATGCCCTTCTTGCACCATTGA

GGGTCAGCATTGTAATCACACATTATCTTGTAGCACTGCCCACATGATGCCCCGT

CGTTGAACAATGCTGTGCTCAACGCTGCCGTTCTAGTACCGTACCCAGACGAATA

CAAGTTCCCATATCCACAAGCACCCCCTACCACAAAATGTAAAAAAATGATTCAT

GTCAAAAACTCGTTTCTTGATCAATTTAATAATCTTTTCAGGACATAACTGTAAGA

AGATTAAACTTACCCATTGTGCCGGAAGCATCGCTGCCTCCGTAGAATGTGGCAT

GAGCTTGAGTCCATCCGGACGGCGAGATGGCATCAGCGTTCATCATAAGACAAC

ATAATCCGACTATGATCACAAGAGGGAGAACACAATTTCGAGACATTTTCATTTG

TTGTTTTTTGTTTTGAGGATGAGAGAATTGTTGGTAGTTATGTGGGACTTTATTGC

AAAAGTGAAGAGGAATGTGTAGGGAGTTAAATAGGTAGAAGAAGAAGGTGGTC

ACATGTGACAGAGCAGCATTTAAAAATTGAATTATCTCTGAGAAATCTGAATCTC

ATTCAATTATTCCCACGTTCTCTTCCCATTCCCACATGGATCTACCCACAGAGGAG

CCGTGAACACATCAAATTTCCACACCTCTAATCCAATTATTCAGTTTTCCTGTATA

TATTTCTTTAAAGCCACTACCTGTCCCTATATGTATGAAAAAAACACATAGTAAA

ACGAGACAGTTACATCACACATCTTTTTAAGGTTTCCCCATATTATAAAAACGTTT

TCTATCTCGAGAGATTGTGCTAATACTGACTGTAGTCGCGTTTTAAGTTACAAATT

CTGTTTGGATATCCGATTTTTTTAGAAGAATCATAGTTTTATAAATAATTATTTAA

AAAAGAAAAAAGAAAAAGAACATTAAGTTGGCATGTGCTTTATTTGACCACATG

TGGGACAGCCCCAT 


