
IDENTIFICATION 

Species: Oryza sativa 

Locus: LOC_Os10g40710 

Gene Model: LOC_Os10g40710.1 

Description: OstEXPB-19 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0  

KEGG: https://www.genome.jp/entry/T01015  

EXTERNAL RESOURCES 

http://rice.uga.edu/  

https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
https://www.genome.jp/entry/T01015
http://rice.uga.edu/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OstEXPB-19 

MAGASAKVVAMLLSVLATYGFAAGVVYTNDWLPAKATWYGQPNGAGPDDNGGA

CGFKNTNQYPFMSMTSCGNEPLFQDGKGCGACYQIRCTNNPSCSGQPRTVIITDMNY

YPVARYHFDLSGTAFGAMARPGLNDQLRHAGIIDIQFRRVPCYHRGLYVNFHVEAGS

NPVYLAVLVEFANKDGTVVQLDVMESLPSGKPTRVWTPMRRSWGSIWRLDANHRL

QGPFSLRMVSESGQTVIAHQVIPANWRANTNYGSKVQFR* 

CDS (coding sequence) 

>OstEXPB-19 

ATGGCTGGGGCCTCTGCCAAGGTCGTCGCGATGCTGCTCTCCGTGCTCGCCACGT

ACGGCTTCGCCGCCGGCGTCGTCTACACCAACGACTGGCTCCCGGCCAAGGCCAC

CTGGTACGGCCAGCCCAACGGCGCCGGACCCGACGACAACGGCGGTGCGTGCGG

GTTCAAGAACACCAACCAGTACCCGTTCATGTCCATGACCTCCTGCGGCAACGAG

CCTCTGTTCCAGGACGGCAAGGGCTGTGGCGCCTGCTACCAGATACGGTGCACCA

ACAACCCGTCGTGCTCCGGGCAGCCCAGGACGGTGATCATCACGGACATGAACT

ACTACCCCGTGGCCAGGTACCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCAT

GGCGAGGCCGGGGCTGAACGACCAGCTCCGCCACGCCGGCATCATCGACATCCA

GTTCAGGCGCGTCCCGTGCTACCACCGCGGCCTCTACGTGAACTTCCACGTCGAG

GCCGGGTCCAACCCGGTGTACCTCGCCGTGCTGGTGGAGTTCGCCAACAAGGACG

GCACGGTGGTGCAGCTCGACGTCATGGAGTCGCTCCCCAGCGGCAAGCCGACGC

GGGTCTGGACGCCCATGCGCCGCTCCTGGGGATCCATCTGGCGCCTCGACGCCAA

CCACCGCCTCCAGGGCCCCTTCTCCCTCCGCATGGTCAGCGAGTCCGGCCAGACC

GTCATCGCCCACCAGGTCATCCCGGCCAACTGGAGGGCCAACACCAACTACGGCT

CCAAAGTCCAGTTCCGTTGA 

Nucleotide 

>OstEXPB-19 

AAAACACAAAGCAGACAAGGTAGTAGTACAGGCTTTTGTACGTACGTAGCAGAG

GGAGTTCCCAAGATGGCTGGGGCCTCTGCCAAGGTCGTCGCGATGCTGCTCTCCG

TGCTCGCCACGTACGGCTTCGCCGCCGGCGTCGTCTACACCAACGACTGGCTCCC

GGCCAAGGCCACCTGGTACGGCCAGCCCAACGGCGCCGGACCCGACGACAACGG



TGCGTGTAGTACATGCATTTTTTGCAAATTACGCTGTCGTACGTATGTGCTCTTCT

GACATTCGAATGCTGACACGCATTGGCATTGTTCGATCGATACGCAGGCGGTGCG

TGCGGGTTCAAGAACACCAACCAGTACCCGTTCATGTCCATGACCTCCTGCGGCA

ACGAGCCTCTGTTCCAGGACGGCAAGGGCTGTGGCGCCTGCTACCAGGTATAGTA

TAACCACGTTCGTGATCACATATGTTGTTTTGGCTTATCGACACGGTCTCCAATAA

ATAGTACATCTCAACATTAACCTTTGTACCCTACATCTGAAAAGTGTACAAAACA

GTGGGTATGGAACTTCTGATCATAAATAAATCCGTACCAACATAATTTTGTTTAC

GAGCACCGTACTGCCCGCCACGTTAACTGCAGTTGGTGGTAATCACAACTTGATT

GGTCAACGGGCCTTGAAATCCGTGGGTAACACGTTCTTCAGTTCAGCGTTTGACT

TTGTGCTAGCTGCTGCTTAATTACATGCACATATGGATTAATTTTGCCCTTAATTA

TATTCCTCATCATCAGATACGGTGCACCAACAACCCGTCGTGCTCCGGGCAGCCC

AGGACGGTGATCATCACGGACATGAACTACTACCCCGTGGCCAGGTACCACTTCG

ACCTGAGCGGCACGGCGTTCGGCGCCATGGCGAGGCCGGGGCTGAACGACCAGC

TCCGCCACGCCGGCATCATCGACATCCAGTTCAGGCGCGTCCCGTGCTACCACCG

CGGCCTCTACGTGAACTTCCACGTCGAGGCCGGGTCCAACCCGGTGTACCTCGCC

GTGCTGGTGGAGTTCGCCAACAAGGACGGCACGGTGGTGCAGCTCGACGTCATG

GAGTCGCTCCCCAGCGGCAAGCCGACGCGGGTCTGGACGCCCATGCGCCGCTCCT

GGGGATCCATCTGGCGCCTCGACGCCAACCACCGCCTCCAGGGCCCCTTCTCCCT

CCGCATGGTCAGCGAGTCCGGCCAGACCGTCATCGCCCACCAGGTCATCCCGGCC

AACTGGAGGGCCAACACCAACTACGGCTCCAAAGTCCAGTTCCGTTGATCCATCG

ATCGATCTACCTATGTGCATGCAATGCCTTCGTCGTCTTGTGTCGCCGGTCAAGAA

CGAATTTTGATTCTACCGATCGGCAGTTCGGCACTAGTACTGTACTACGATTCTGT

GTGTGTGTGTGTGTGTGTGTGATTGCAATGCAAATTGCGAACGGATCAATTAAGA

GCGTTTTTTTCTCTCTCTCTTTTTAATTTGTAGTTGTGTGTGTCAGCGAGATGTGTG

GGAAATGGAACAGGGGCAGGGCACGCAGTATCCATGTGCTTGCTCTGAACCGCC

CACATTGACAAATGACCCAATGCCAATATGCCATATATATATACCGGATTGGCAG

ACTTATTGTATTGTGACCAAAACCAAGTTTGTAATTGAACTGAATTAATACGGTG

TGTTTGCTTATCAGA 




