IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G132400

Gene Model: Misin02G132400.2.p
Description: McsEXPB-16
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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DOMAIN ARCHITECTURE
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Query seq.

binding site 4 5
specific hits L i Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits v

+ Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 35-158 2.20e-72
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Pl from Lolium perenne. 166-244 1.70e-27

SEQUENCES
Peptide
>McsEXPB-16

MASTLQLLFSIAITAFAFFLHPCASTEFRRELYGWSNGIATWYGAADGAGTDGGACG
YQNAVDQPPFSSMIAAGCSSIYDSGKGCGSCYQVVCTGNEACSGNPVTVVITDECPD
CPCPDEQVHLDMSGTAFGALAKPGQESQLRGAGAIQIQYTRVQCEWPGVDVTFSVES
GSNPNYLAVLIEYEDSDSDLYSVDIMQQGGTGTGQWVPMQQSWGAVWKINSGSVL
QGPFNIRLTFSSGRVLVASNAIPAGWNAGVAYRSGGVAVTRARPRSGGCRRYEAAGT
LHLLVLSVVLLML*

CDS (coding sequence)
>McsEXPB-16

ATGGCTTCCACGCTCCAGCTGCTGTTTTCCATTGCCATCACAGCTTTCGCTTTTTTC
CTCCACCCATGTGCATCCACTGAGTTCCGCCGTGAGCTCTATGGTTGGTCCAATGG
CATTGCTACATGGTATGGCGCAGCTGATGGTGCCGGAACTGACGGTGGCGCGTGT
GGATACCAGAATGCTGTGGACCAGCCACCCTTCTCATCCATGATTGCCGCTGGCT
GCTCTTCCATCTACGATTCTGGCAAGGGCTGTGGCTCTTGCTATCAGGTTGTATGC
ACTGGCAATGAGGCTTGCTCTGGTAACCCGGTGACTGTCGTCATCACCGACGAGT
GCCCTGATTGCCCGTGTCCCGATGAGCAGGTCCATTTGGACATGAGCGGGACAGC
GTTCGGTGCCTTGGCAAAGCCCGGGCAGGAGAGCCAACTGCGTGGCGLLCGGLGL
CATCCAAATCCAGTATACCCGGGTGCAGTGCGAGTGGCCTGGCGTGGACGTAACC
TTCTCGGTGGAGTCGGGCTCCAACCCGAACTACCTGGCCGTGCTGATCGAGTACG
AGGACAGCGACAGCGACCTCTACTCCGTGGACATCATGCAGCAGGGCGGGACGG
GGACGGGGCAGTGGGTGCCGATGCAGCAATCGTGGGGCGCCGTGTGGAAGATCA
ACTCCGGCTCCGTCCTCCAGGGCCCCTTCAACATCCGCCTCACCTTCAGCTCTGGC
AGGGTGCTCGTCGCCAGCAACGCCATACCTGCGGGGTGGAACGCCGGLCGTCGLG
TACCGGTCCGGCGGCGTGGCTGTGACGAGGGCCAGGCCCAGGAGCGGTGGCTGC
CGGCGCTACGAGGCTGCCGGAACACTGCACCTTTTAGTGTTGTCAGTGGTATTAT
TGATGCTGTGA




Nucleotide
>McsEXPB-16

GGCTCGCTGTTTGCCGGATTCGTGCCGGCCTTTGACGGCATTGTACCCTCCGCGGC
GGGCGGCGGCGAGAGGGGCGTGCGCGTTGCTGCGGTGGGGGAGGGGGACGGLG
GCCGCGGCCCGCGGLCTCGGGCTGGTGGCGCGTGGGCATTGCGGTTGCGTGCTCGA
CCCTGCTTTTGACCGTTGCTTACTACTGTATCTACAGCCTACAGGTCTACTGAATT
CCACTCTTCTGCCGTTGTATGCTTTGTGCTGTTGGTGAGCAGAGGAAGAGTGGAA
GACGGATTCACAGAGCACGGTGGTCTCCAAAGTCCGGCAGGTAAGAACCCTCAG
CTGTCGCCTTATTGGCACCTTCGTTCAGAGTGGTAACGAAAATTGACACTTCAGG
TTCCACTAACTAATATACTTAGCACAAATGTTCCAGCTGGTTCTTGTTTTCAGAGG
AACAAGAGTTCACTCAACATAGCTACTAGTATACAAACAAGCCTGACCATTAGTG
GAACAATTTATCTGATATAAAAGATGCTTGTAGGTGGCAGTTACAGACCCAAAGA
TATGCACATTTGGTTCTCTAATGGCTCTAGTCTTTGTGGAAGTATGGTTAAACAAG
GTTTGGATTTGTTTGAGTTCAGGGTGAGGGGGGTGAATGGCAAGTTCTTATCTCA
GCTGGTTTACCCAAATGTGCTCAAGGTCGCCAAGCCAAAATTTTGCTTCTACTAG
ATTCCTTGTAGGAAGCCATTGCTTGATCCTTCTAGACTCAACCAAGGTTTATGCTA
GAAGCACATTGGATGTTCTGGTGGTTCTGTGAGCATGCAAATTGGATGTTCTGGT
TCCTTTTCTGTTATGATCTGTTTAAGTTCATTCAAATAGATATGAAGTTGTAAAGT
GATCAAAAGATGCCTTCTTATTGCCATAGCACTTTGACTTCTTATGTGAATCTTTT
AATCATGCCTATTTATCAGAGACTTGTGACCGAATATATGTCGGCTGAGGCTATC
ATGAATCATGGTACCAAATCTATGCAGAGGTTAATTGTTAAGAAATCAGTTGATC
ATGAGTAGCTAATCTTTGATAAACCGCAGCCTAGATGTAGCATTTCATTGTGTGA
GAACAAAGATGAAAATATTCTCAGATTTGTGTTTTTTTATTGACTTTTGATTGCTA
CCATATAAGAATACTTTTTATGAAAATTCAGGTCCTGGTAAAATCAATTGGAGTT
GCTACTGTATCAGTATAATTTTTTATGAAAATTCAGGTAAGGATAAAATTGATTG
GAGTTAATATATGCTTTCCCCTAGAGACTCCCACTATGTAGGAAATTGAAACTAA
TGGCCTAAAAAAGGGTTGTTGCATTCATAATCGGCCAATCGGGATTTATCAGATC
GCTTATGTTTACCGAATTCTATATTCACCACTCTGTAGGAGTTCGACTTGGTAACT
ATGACCTTGAATTACACCTACAAGCTCTAACTTCTGTCTGCAACCACCTAGAATTA
TTCAGTTTCGTTGTAGATCTTTTGATGAAATAGGTCATAAATCCACCATATCATCT
TTGACAGTGTTAGATGTAATAAAGTTGAATTCCATTATAATTGGATTACATATTTT
AAGGTCTTCCTTGGGTTAAAAAAGGTACATAAGAGTAAGGTCTGAGTAAACAATT
CAGGATCTCATGCAAATATTTTGATTCGATGAGTATGGGTTGCCTTTTGAAGGGC
GGGCCTAGTGCAAGCTGTAGAGTCAGCCTGTGACCGGGAGGTCCTGGGTTCGAGT
CGCGGTCTCCTCGCATTGCACAGGCGAGGGTAAGGCTTGCCACNNNNNNNNNNA
GTATGGGTTGCCTTCTCATAACAACTTCGTTGAACATACTTCATTAGCAGGCAACT
CAGAACTCTTCCAAATTTACTCCCAGCTGCCAATTGCCTACTGAATTGCTGTTTGG
TAGTGAGTGTCTAATGCCTTCTACATTAGAGAAACTGCAGTACTAAATCATGTAA
CTATAACTCGTTTCCCAAATGGCCAAATAGAGCCCCTGCCTGTTCTTCTGTCCTTC
ACTGCGTCCTTATGCAAACTTTCCATCACAGCAGTGAAACACTACTCTCTCACATT
CTCTGTGCTACCTGTCACAGGGTGTGTTGTATGGCTTCCACGCTCCAGCTGCTGTT
TTCCATTGCCATCACAGCTTTCGCTTTTTTCCTCCACCCATGTGCATCCACTGAGTT
CCGCCGTGAGCTCTATGGTTGGTCCAATGGCATTGCTACATGGTATGGCGCAGCT
GATGGTGCCGGAACTGACGGTAAGAGATTACATACATAACATAAAAGTCAATGC
ACCATAGTCACCACTTAATTACCATGTATTTGCTCCACCAAACTGGTGCACCTTGT
AAAGTAATTTGCATGAAATATGTTGTAGGTGGCGCGTGTGGATACCAGAATGCTG




TGGACCAGCCACCCTTCTCATCCATGATTGCCGCTGGCTGCTCTTCCATCTACGAT
TCTGGCAAGGGCTGTGGCTCTTGCTATCAGGTGTGTATACCTCAGAGATTCAGGC
ATCATGCTCGTTCACGCCTGCCTTTTGACATTCGGAAGATTAATTACTCAACAGGT
TGTATGCACTGGCAATGAGGCTTGCTCTGGTAACCCGGTGACTGTCGTCATCACC
GACGAGTGCCCTGATTGCCCGTGTCCCGATGAGCAGGTCCATTTGGACATGAGCG
GGACAGCGTTCGGTGCCTTGGCAAAGCCCGGGCAGGAGAGCCAACTGCGTGGCG
CCGGCGCCATCCAAATCCAGTATACCCGGTATGTCATGTGCACATGAATGTATGC
TTCTTCGGAAGAGATTTTCTACCAATGCTCCGTAACTGCCATGTGCTTTTCAGTTG
TATATATAAACGCAAACGCCATGCGATTGTGCAGGGTGCAGTGCGAGTGGCCTGG
CGTGGACGTAACCTTCTCGGTGGAGTCGGGCTCCAACCCGAACTACCTGGCCGTG
CTGATCGAGTACGAGGACAGCGACAGCGACCTCTACTCCGTGGACATCATGCAGC
AGGGCGGGACGGGGACGGGGCAGTGGGTGCCGATGCAGCAATCGTGGGGCGLCG
TGTGGAAGATCAACTCCGGCTCCGTCCTCCAGGGCCCCTTCAACATCCGCCTCAC
CTTCAGCTCTGGCAGGGTGCTCGTCGCCAGCAACGCCATACCTGCGGGGTGGAAC
GCCGGCGTCGCGTACCGGTCCGGCGGCGTGGCTGTGACGAGGGCCAGGCCCAGG
AGCGGTGGCTGCCGGCGCTACGAGGCTGCCGGAACACTGCACCTTTTAGTGTTGT
CAGTGGTATTATTGATGCTGTGAGCTGAGATGCGATGCAATTTTGGTGGCTGTGT
GAGCGTGCAAATTAGGACTACCTGGATTGAGTAGTTCTCTGTATTTTTCTTGTAGT
TGTAGCGTGGAGGTCGGATTAATGCCTCGTATTGTGGACATTTCTGCTAGTCAGC
GAATTTCTGTCCATGTTACACAAGAAAGGTGGGCGTGCTTCGCCACGACTGCACA
TTCTGACGTGTTTGCTGC





