
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin02G132400 

Gene Model: Misin02G132400.2.p 

Description: McsEXPB-16 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-16 

MASTLQLLFSIAITAFAFFLHPCASTEFRRELYGWSNGIATWYGAADGAGTDGGACG

YQNAVDQPPFSSMIAAGCSSIYDSGKGCGSCYQVVCTGNEACSGNPVTVVITDECPD

CPCPDEQVHLDMSGTAFGALAKPGQESQLRGAGAIQIQYTRVQCEWPGVDVTFSVES

GSNPNYLAVLIEYEDSDSDLYSVDIMQQGGTGTGQWVPMQQSWGAVWKINSGSVL

QGPFNIRLTFSSGRVLVASNAIPAGWNAGVAYRSGGVAVTRARPRSGGCRRYEAAGT

LHLLVLSVVLLML* 

CDS (coding sequence) 

>McsEXPB-16 

ATGGCTTCCACGCTCCAGCTGCTGTTTTCCATTGCCATCACAGCTTTCGCTTTTTTC

CTCCACCCATGTGCATCCACTGAGTTCCGCCGTGAGCTCTATGGTTGGTCCAATGG

CATTGCTACATGGTATGGCGCAGCTGATGGTGCCGGAACTGACGGTGGCGCGTGT

GGATACCAGAATGCTGTGGACCAGCCACCCTTCTCATCCATGATTGCCGCTGGCT

GCTCTTCCATCTACGATTCTGGCAAGGGCTGTGGCTCTTGCTATCAGGTTGTATGC

ACTGGCAATGAGGCTTGCTCTGGTAACCCGGTGACTGTCGTCATCACCGACGAGT

GCCCTGATTGCCCGTGTCCCGATGAGCAGGTCCATTTGGACATGAGCGGGACAGC

GTTCGGTGCCTTGGCAAAGCCCGGGCAGGAGAGCCAACTGCGTGGCGCCGGCGC

CATCCAAATCCAGTATACCCGGGTGCAGTGCGAGTGGCCTGGCGTGGACGTAACC

TTCTCGGTGGAGTCGGGCTCCAACCCGAACTACCTGGCCGTGCTGATCGAGTACG

AGGACAGCGACAGCGACCTCTACTCCGTGGACATCATGCAGCAGGGCGGGACGG

GGACGGGGCAGTGGGTGCCGATGCAGCAATCGTGGGGCGCCGTGTGGAAGATCA

ACTCCGGCTCCGTCCTCCAGGGCCCCTTCAACATCCGCCTCACCTTCAGCTCTGGC

AGGGTGCTCGTCGCCAGCAACGCCATACCTGCGGGGTGGAACGCCGGCGTCGCG

TACCGGTCCGGCGGCGTGGCTGTGACGAGGGCCAGGCCCAGGAGCGGTGGCTGC

CGGCGCTACGAGGCTGCCGGAACACTGCACCTTTTAGTGTTGTCAGTGGTATTAT

TGATGCTGTGA 

 

 



Nucleotide 

>McsEXPB-16 

GGCTCGCTGTTTGCCGGATTCGTGCCGGCCTTTGACGGCATTGTACCCTCCGCGGC

GGGCGGCGGCGAGAGGGGCGTGCGCGTTGCTGCGGTGGGGGAGGGGGACGGCG

GCCGCGGCCCGCGGCTCGGGCTGGTGGCGCGTGGGCATTGCGGTTGCGTGCTCGA

CCCTGCTTTTGACCGTTGCTTACTACTGTATCTACAGCCTACAGGTCTACTGAATT

CCACTCTTCTGCCGTTGTATGCTTTGTGCTGTTGGTGAGCAGAGGAAGAGTGGAA

GACGGATTCACAGAGCACGGTGGTCTCCAAAGTCCGGCAGGTAAGAACCCTCAG

CTGTCGCCTTATTGGCACCTTCGTTCAGAGTGGTAACGAAAATTGACACTTCAGG

TTCCACTAACTAATATACTTAGCACAAATGTTCCAGCTGGTTCTTGTTTTCAGAGG

AACAAGAGTTCACTCAACATAGCTACTAGTATACAAACAAGCCTGACCATTAGTG

GAACAATTTATCTGATATAAAAGATGCTTGTAGGTGGCAGTTACAGACCCAAAGA

TATGCACATTTGGTTCTCTAATGGCTCTAGTCTTTGTGGAAGTATGGTTAAACAAG

GTTTGGATTTGTTTGAGTTCAGGGTGAGGGGGGTGAATGGCAAGTTCTTATCTCA

GCTGGTTTACCCAAATGTGCTCAAGGTCGCCAAGCCAAAATTTTGCTTCTACTAG

ATTCCTTGTAGGAAGCCATTGCTTGATCCTTCTAGACTCAACCAAGGTTTATGCTA

GAAGCACATTGGATGTTCTGGTGGTTCTGTGAGCATGCAAATTGGATGTTCTGGT

TCCTTTTCTGTTATGATCTGTTTAAGTTCATTCAAATAGATATGAAGTTGTAAAGT

GATCAAAAGATGCCTTCTTATTGCCATAGCACTTTGACTTCTTATGTGAATCTTTT

AATCATGCCTATTTATCAGAGACTTGTGACCGAATATATGTCGGCTGAGGCTATC

ATGAATCATGGTACCAAATCTATGCAGAGGTTAATTGTTAAGAAATCAGTTGATC

ATGAGTAGCTAATCTTTGATAAACCGCAGCCTAGATGTAGCATTTCATTGTGTGA

GAACAAAGATGAAAATATTCTCAGATTTGTGTTTTTTTATTGACTTTTGATTGCTA

CCATATAAGAATACTTTTTATGAAAATTCAGGTCCTGGTAAAATCAATTGGAGTT

GCTACTGTATCAGTATAATTTTTTATGAAAATTCAGGTAAGGATAAAATTGATTG

GAGTTAATATATGCTTTCCCCTAGAGACTCCCACTATGTAGGAAATTGAAACTAA

TGGCCTAAAAAAGGGTTGTTGCATTCATAATCGGCCAATCGGGATTTATCAGATC

GCTTATGTTTACCGAATTCTATATTCACCACTCTGTAGGAGTTCGACTTGGTAACT

ATGACCTTGAATTACACCTACAAGCTCTAACTTCTGTCTGCAACCACCTAGAATTA

TTCAGTTTCGTTGTAGATCTTTTGATGAAATAGGTCATAAATCCACCATATCATCT

TTGACAGTGTTAGATGTAATAAAGTTGAATTCCATTATAATTGGATTACATATTTT

AAGGTCTTCCTTGGGTTAAAAAAGGTACATAAGAGTAAGGTCTGAGTAAACAATT

CAGGATCTCATGCAAATATTTTGATTCGATGAGTATGGGTTGCCTTTTGAAGGGC

GGGCCTAGTGCAAGCTGTAGAGTCAGCCTGTGACCGGGAGGTCCTGGGTTCGAGT

CGCGGTCTCCTCGCATTGCACAGGCGAGGGTAAGGCTTGCCACNNNNNNNNNNA

GTATGGGTTGCCTTCTCATAACAACTTCGTTGAACATACTTCATTAGCAGGCAACT

CAGAACTCTTCCAAATTTACTCCCAGCTGCCAATTGCCTACTGAATTGCTGTTTGG

TAGTGAGTGTCTAATGCCTTCTACATTAGAGAAACTGCAGTACTAAATCATGTAA

CTATAACTCGTTTCCCAAATGGCCAAATAGAGCCCCTGCCTGTTCTTCTGTCCTTC

ACTGCGTCCTTATGCAAACTTTCCATCACAGCAGTGAAACACTACTCTCTCACATT

CTCTGTGCTACCTGTCACAGGGTGTGTTGTATGGCTTCCACGCTCCAGCTGCTGTT

TTCCATTGCCATCACAGCTTTCGCTTTTTTCCTCCACCCATGTGCATCCACTGAGTT

CCGCCGTGAGCTCTATGGTTGGTCCAATGGCATTGCTACATGGTATGGCGCAGCT

GATGGTGCCGGAACTGACGGTAAGAGATTACATACATAACATAAAAGTCAATGC

ACCATAGTCACCACTTAATTACCATGTATTTGCTCCACCAAACTGGTGCACCTTGT

AAAGTAATTTGCATGAAATATGTTGTAGGTGGCGCGTGTGGATACCAGAATGCTG



TGGACCAGCCACCCTTCTCATCCATGATTGCCGCTGGCTGCTCTTCCATCTACGAT

TCTGGCAAGGGCTGTGGCTCTTGCTATCAGGTGTGTATACCTCAGAGATTCAGGC

ATCATGCTCGTTCACGCCTGCCTTTTGACATTCGGAAGATTAATTACTCAACAGGT

TGTATGCACTGGCAATGAGGCTTGCTCTGGTAACCCGGTGACTGTCGTCATCACC

GACGAGTGCCCTGATTGCCCGTGTCCCGATGAGCAGGTCCATTTGGACATGAGCG

GGACAGCGTTCGGTGCCTTGGCAAAGCCCGGGCAGGAGAGCCAACTGCGTGGCG

CCGGCGCCATCCAAATCCAGTATACCCGGTATGTCATGTGCACATGAATGTATGC

TTCTTCGGAAGAGATTTTCTACCAATGCTCCGTAACTGCCATGTGCTTTTCAGTTG

TATATATAAACGCAAACGCCATGCGATTGTGCAGGGTGCAGTGCGAGTGGCCTGG

CGTGGACGTAACCTTCTCGGTGGAGTCGGGCTCCAACCCGAACTACCTGGCCGTG

CTGATCGAGTACGAGGACAGCGACAGCGACCTCTACTCCGTGGACATCATGCAGC

AGGGCGGGACGGGGACGGGGCAGTGGGTGCCGATGCAGCAATCGTGGGGCGCCG

TGTGGAAGATCAACTCCGGCTCCGTCCTCCAGGGCCCCTTCAACATCCGCCTCAC

CTTCAGCTCTGGCAGGGTGCTCGTCGCCAGCAACGCCATACCTGCGGGGTGGAAC

GCCGGCGTCGCGTACCGGTCCGGCGGCGTGGCTGTGACGAGGGCCAGGCCCAGG

AGCGGTGGCTGCCGGCGCTACGAGGCTGCCGGAACACTGCACCTTTTAGTGTTGT

CAGTGGTATTATTGATGCTGTGAGCTGAGATGCGATGCAATTTTGGTGGCTGTGT

GAGCGTGCAAATTAGGACTACCTGGATTGAGTAGTTCTCTGTATTTTTCTTGTAGT

TGTAGCGTGGAGGTCGGATTAATGCCTCGTATTGTGGACATTTCTGCTAGTCAGC

GAATTTCTGTCCATGTTACACAAGAAAGGTGGGCGTGCTTCGCCACGACTGCACA

TTCTGACGTGTTTGCTGC 




