IDENTIFICATION

Species: Boechera stricta

Locus: Bostr.9345s0073

Gene Model: Bostr.9345s0073.1.p
Description: BosEXPA-09
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstricta_v1 2
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2
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Query seq,
Superfanilies PLN0O00OS50

+ Name Accession Description Interval E-value
[+] PLN00050 super family 535 expansin A. Provisional 24-257 432e-130
SEQUENCES

Peptide

>BosEXPA-09

MSTTSDSKYSIHSHSILSLSIFLQGTHGDDGGWQGGHATFYGGGDASGTMGGACGYG
NLYSQGYGTNTAALSTALFNNGLTCGACYEMKCNDDPRWCLSSTITVTATNFCPPNL
GLSNDNGGWCNPPLQHFDLAEPAFLQIAQYRAGIVPVSFRRVPCMKKGGIRFTINGHS
YFNLVLISNVGGAGDVHAVSIKGSKTQSWQAMSRNWGQNWQSNSYMNDQSLSFQV
TTSDGRTVVSNDVAPSNWQFGQTYQGGQF*

CDS (coding sequence)
>BosEXPA-09

ATGTCTACCACATCAGACTCCAAATATTCAATAATCTCAATTATATCCATACTCAG
CTTATCAATCTTCCTCCAAGGAACTCATGGAGACGACGGAGGTTGGCAAGGAGGT
CACGCCACGTTCTATGGTGGCGGCGATGCTTCCGGCACCATGGGCGGAGCTTGTG
GCTATGGAAATTTGTATAGCCAAGGTTACGGGACGAACACGGCGGCTTTAAGTAC
GGCTCTATTCAACAACGGACTCACGTGCGGCGCGTGCTATGAGATGAAGTGCAAC
GATGACCCGAGGTGGTGTCTCTCGTCTACTATCACCGTCACAGCCACTAACTTTTG
CCCACCTAACCTTGGCCTCTCCAACGATAATGGAGGTTGGTGCAATCCTCCTCTTC
AGCATTTCGACCTTGCCGAACCAGCTTTTCTCCAGATCGCTCAGTATCGTGCCGGC
ATTGTTCCTGTCTCTTTCCGAAGAGTACCTTGTATGAAGAAAGGAGGAATAAGGT
TCACGATCAACGGACATTCATACTTCAACCTCGTTCTGATCTCGAACGTAGGAGG
AGCCGGAGACGTACACGCCGTATCGATCAAAGGCTCAAAAACACAGTCGTGGCA
AGCAATGTCTAGGAACTGGGGACAGAACTGGCAGAGCAATTCTTACATGAACGA
CCAAAGCCTCTCGTTCCAAGTCACCACCAGCGATGGTCGCACCGTCGTTAGCAAT
GACGTGGCTCCTTCTAATTGGCAGTTCGGTCAAACCTACCAAGGCGGTCAGTTCT
GA

Nucleotide
>BosEXPA-09

ACGATTCTCACCAAATCAAATCCGATACTCACAACAGAAATAACGAACCCTTTCA
AGAAAAATCAAAAACAAAATGTCTACCACATCAGACTCCAAATATTCAATAATCT
CAATTATATCCATACTCAGCTTATCAATCTTCCTCCAAGGAACTCATGGAGACGA
CGGAGGTTGGCAAGGAGGTCACGCCACGTTCTATGGTGGCGGCGATGCTTCCGGC
ACCATGGGTATGACCGATAAGTAACCATAAAAGCGTATGTTAGCTAAATTTATCT



CTTTATACATGCGTATGCTTGCTAACACGTGGCATATATGCTCAAATCAGGCGGA
GCTTGTGGCTATGGAAATTTGTATAGCCAAGGTTACGGGACGAACACGGCGGCTT
TAAGTACGGCTCTATTCAACAACGGACTCACGTGCGGCGCGTGCTATGAGATGAA
GTGCAACGATGACCCGAGGTGGTGTCTCTCGTCTACTATCACCGTCACAGCCACT
AACTTTTGCCCACCTAACCTTGGCCTCTCCAACGATAATGGAGGTTGGTGCAATC
CTCCTCTTCAGCATTTCGACCTTGCCGAACCAGCTTTTCTCCAGATCGCTCAGTAT
CGTGCCGGCATTGTTCCTGTCTCTTTCCGAAGGTCCGTTTACTTTTCTTTAAACTTG
CGATGTTTTGCATTTGCGTTAAAGAAAAAGAAAAAACTATAGTCCGTAGTTGTGT
TTACGATTAACAAATTTTCAATATACTAAAAATTGTGGATTTATTTGCGGAAAAA
AAAACACATTTTTTAACAAAGCCAAACGTCCAAAAAAGAAACTTTTGTAGCTTAT
AAATCTACTAGTCCGAAACTAATGGACTTAGAAACACTTTTGAAGCTACCATATT
GTTAAAACTTAAAACCTAACAAAAAATTTAGAATATTTTGTGCCCCATAGAAAAT
TAAAATGTATGTCTCTATCTAATGAGCTTATCTTAATTAAATATATTATTTGGTCT
TAAATGGGATATTAACATATTTTTCTGATAAATTATTACACTAAAACCTTAATGTT
AATTATATTTCACGATGGATGCTTGTCGTCTACAAAAGCCTACATGTTCTTAAACT
AATGGATTATGTCGATGCTTATGTGTGATATGCAGAGTACCTTGTATGAAGAAAG
GAGGAATAAGGTTCACGATCAACGGACATTCATACTTCAACCTCGTTCTGATCTC
GAACGTAGGAGGAGCCGGAGACGTACACGCCGTATCGATCAAAGGCTCAAAAAC
ACAGTCGTGGCAAGCAATGTCTAGGAACTGGGGACAGAACTGGCAGAGCAATTC
TTACATGAACGACCAAAGCCTCTCGTTCCAAGTCACCACCAGCGATGGTCGCACC
GTCGTTAGCAATGACGTGGCTCCTTCTAATTGGCAGTTCGGTCAAACCTACCAAG
GCGGTCAGTTCTGATCAGTTCATCATCCACATCTCTTTGTTTTGGGTGCTGACGTG
GCTGCGTATTGCTGAGGTGGCTCGTAAGCACCCGCTTAGCGTAGCCTTTTTTTTGT
CTTTCTCTTATTTACGAATTGTTGTTTCAATGGTTGTATTTTCATCGTGCCTACAAA
AAGCAAGGGTTTTTAAAATTGTTTTTTTTTGACATGTTTATTGAATTT






