
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin01G514400 

Gene Model: Misin01G514400.1.p 

Description: McsEXPB-13 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-13 

MREKGDAVTYHPPTTIIMSRSMQVTVVVALAFLVGGAWCGPPKVPPGKNITASYGS

DWLEAKATWYGKPTGAGPDDNGGGCGYKDVNKAPFNSMGACGNVPIFKDGLGCG

SCFEIKCDKPAECSGEPVVVYITDMNYEPIAAYHFDLAGTAFGAMAKKGEEEKLRKA

GIIDMQFRRVKCKYGEKVTFHVEKGCNPNYLALLVKYVDGDGDIVAVDIKEKGGDA

YEPLKHSWGAIWRKDSDKPLKFPVTVQITTEGGTKSVYNDIIPEDWKPNTAYTAK* 

CDS (coding sequence) 

>McsEXPB-13 

ATGCGGGAGAAAGGGGATGCTGTTACATACCATCCACCGACGACCATCATCATGT

CGAGGTCGATGCAGGTGACGGTGGTGGTGGCGCTGGCGTTTCTGGTGGGCGGCGC

CTGGTGCGGACCTCCCAAGGTCCCCCCGGGCAAGAACATCACGGCCAGCTACGG

CAGTGACTGGCTGGAAGCGAAGGCGACGTGGTACGGCAAGCCGACGGGCGCCGG

CCCCGACGACAACGGCGGCGGGTGCGGGTACAAGGATGTGAACAAGGCCCCCTT

CAACAGCATGGGCGCGTGCGGCAACGTCCCCATCTTCAAGGACGGCCTCGGCTGC

GGCTCCTGCTTCGAGATCAAGTGCGACAAGCCGGCCGAGTGCTCCGGCGAGCCCG

TGGTGGTGTACATCACGGACATGAACTACGAGCCCATCGCCGCGTACCACTTCGA

CCTGGCCGGCACGGCGTTTGGCGCCATGGCCAAGAAGGGCGAGGAGGAGAAGCT

GCGTAAGGCGGGCATCATCGACATGCAGTTCCGGCGGGTCAAGTGCAAGTATGG

CGAAAAGGTCACCTTCCACGTGGAGAAGGGGTGCAACCCCAACTACCTAGCGCT

GCTGGTCAAGTACGTCGACGGCGACGGCGACATTGTGGCGGTTGACATCAAGGA

GAAGGGCGGCGACGCGTACGAGCCCCTCAAGCACTCCTGGGGTGCCATCTGGAG

GAAGGACAGCGACAAGCCGCTCAAGTTCCCCGTCACCGTCCAAATCACCACCGA

GGGAGGCACCAAGAGCGTCTACAACGACATCATCCCCGAAGACTGGAAGCCCAA

CACCGCCTACACCGCCAAATAA 

Nucleotide 

>McsEXPB-13 

ATGCGGGAGAAAGGGGATGCTGGTGCGTGGGCAGATTCAATTGAGCGTGCGACC

ACAGTCGGATTAGGCCGTTGGCTAAAAAAATGGGCCGGACGAAATTTTAGGTGG

AGAGAAATTTTATCTATTTATTATTAAGTATAGATTATTTATTCTAAAGAAAGAGA



AGAAGCTGTTTTGGTAAATATTTTTGCAATAGGTTTAAGCTCCTTAGGCGCCAGA

GCTATTTTTAGAGGATCGAGAGCTTTTGCCACAAATAGACCTCAATTGTTTGCTGC

AAACGTCCAACGTGTAAAACGACTAACGACCACGTACGGCATTCCAACCAAGAC

GAGACCAGCAGGGGGGACACGGAAACCATTGCCTCGGATCGCGGCGAGACGAAC

AAGTGCAGCCATGCAGGGCCGCCCGTGGTCACCTGCCTCCGACATATGGAACCAA

CCGACCAAGAGCAAAGCTCGCTCGGCCATGCATGCTATCTCGCATATGCATGCAT

GCGCGCGGCCATAATACAAATATACGTGCCCCGGCCGCCTGCTCATTCATCGCAT

CGCAGTTACATACCATCCACCGACGACCATCATCATGTCGAGGTCGATGCAGGTG

ACGGTGGTGGTGGCGCTGGCGTTTCTGGTGGGCGGCGCCTGGTGCGGACCTCCCA

AGGTCCCCCCGGGCAAGAACATCACGGCCAGCTACGGCAGTGACTGGCTGGAAG

CGAAGGCGACGTGGTACGGCAAGCCGACGGGCGCCGGCCCCGACGACAACGGCG

GCGGGTGCGGGTACAAGGATGTGAACAAGGCCCCCTTCAACAGCATGGGCGCGT

GCGGCAACGTCCCCATCTTCAAGGACGGCCTCGGCTGCGGCTCCTGCTTCGAGAT

CAAGTGCGACAAGCCGGCCGAGTGCTCCGGCGAGCCCGTGGTGGTGTACATCAC

GGACATGAACTACGAGCCCATCGCCGCGTACCACTTCGACCTGGCCGGCACGGCG

TTTGGCGCCATGGCCAAGAAGGGCGAGGAGGAGAAGCTGCGTAAGGCGGGCATC

ATCGACATGCAGTTCCGGCGGGTCAAGTGCAAGTATGGCGAAAAGGTCACCTTCC

ACGTGGAGAAGGGGTGCAACCCCAACTACCTAGCGCTGCTGGTCAAGTACGTCG

ACGGCGACGGCGACATTGTGGCGGTTGACATCAAGGAGAAGGGCGGCGACGCGT

ACGAGCCCCTCAAGCACTCCTGGGGTGCCATCTGGAGGAAGGACAGCGACAAGC

CGCTCAAGTTCCCCGTCACCGTCCAAATCACCACCGAGGGAGGCACCAAGAGCGT

CTACAACGACATCATCCCCGAAGACTGGAAGCCCAACACCGCCTACACCGCCAA

ATAA 




