
IDENTIFICATION 

Species: Physcomitrium patens 

Locus: Pp3c8_870V3 

Gene Model: Pp3c8_870V3.1.p 

Description: PpEXPA-09 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3  

KEGG: https://www.genome.jp/entry/gn:T01041  

EXTERNAL RESOURCES 

- 
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PpEXPA-09 

MVTARMAAMWVVALLLVSGVLVHSEEIIQATVEKVSDRPSSPAVETSPATVETEPEN

PSNTTHQAVLAASSVGTQEVLVSLDLTRGTLEDVPNTSMSPESSVDGSSFGTAAEND

GDTAASPSEEPTSDAPEVVFASDPSEQSGHLVPNMNITLDGSSGAAGDGSSFTTLFDD

ASDSNEGGVLTDINLDLGDGKQGDFSTASLPDDQSEQGFDSFSVQGGGGDDSQSGHL

VEGLDINIDSDPSNSGSSFSTNNVYPGEPDEFASSGEGHLVPGMPTISEDEDGASFSQF

QGTQPEAENDDAIFSSNDGTFDPSTTADTLAEGHLVPGMPTISVTDPSGDPNAKSFSSL

SNDDMDLDPSLADNDFYAEQSNEFASSGEGHLVPGMPTISVDESGARFSQLEETQPD

AQDDDSIFSSHDSTSDPFNTDDSFAEGHLVPGMPSISSFEKNADFKGSSFSTETTLSTD

DQPDEVFARKAGYAPVPRSYGGVWRNARSTFYGGMDAAGTMSGACGYGNLYASG

YGVHTTALSSALFKNGMACGACFEVQCGGKGKPCKPGSVVVTATNFCPPNPGQSAN

NGGWCNPPNEHFDLSYPAFVKIADPKAGAVPLQYRRVPCQKQGGIRFTINGNCNFIL

VTITNVGGSGVVTAAYLKGDKTEWSPLSRNWGANWQCRRNYCGQGISIKIVTSDNK

VSVTKLAKSDWCFGKTFIGKQV* 

CDS (coding sequence) 

>PpEXPA-09 

ATGGTGACTGCAAGGATGGCTGCTATGTGGGTAGTGGCTCTTTTGCTGGTGAGCG

GTGTGCTCGTGCACTCCGAGGAGATAATACAGGCAACTGTCGAGAAAGTCTCTGA

CCGTCCCAGTTCACCTGCAGTCGAGACGTCGCCAGCGACTGTTGAAACTGAGCCC

GAAAATCCATCAAACACGACGCACCAGGCTGTTCTTGCGGCTAGCTCGGTCGGTA

CTCAAGAGGTTCTAGTTTCACTTGATCTTACCCGTGGAACGTTGGAGGATGTACC

AAACACTAGCATGTCACCTGAATCTTCGGTTGACGGTTCATCGTTTGGAACTGCT

GCTGAAAATGATGGAGATACTGCTGCTTCACCCTCCGAGGAACCAACTTCTGATG

CTCCCGAAGTCGTATTCGCATCTGACCCGTCTGAACAATCGGGCCACTTAGTTCC

AAACATGAACATAACGCTCGATGGATCCTCGGGAGCTGCTGGTGACGGGAGCTCT

TTTACCACTTTGTTCGATGACGCATCTGATTCAAATGAGGGGGGTGTGCTCACCG

ACATTAATCTAGATCTTGGTGACGGCAAGCAAGGAGACTTCTCCACTGCGAGTTT

ACCCGACGATCAAAGCGAACAGGGATTTGACAGTTTTAGTGTGCAGGGCGGTGG

AGGTGACGACTCCCAGTCTGGTCATTTAGTGGAGGGGCTTGATATTAACATCGAT

TCTGATCCTAGTAACTCTGGAAGCAGCTTCTCTACCAACAATGTGTACCCTGGCG

AGCCTGACGAGTTTGCATCCTCGGGTGAAGGACATTTGGTTCCCGGAATGCCAAC



CATATCAGAGGATGAAGATGGTGCGAGTTTTAGCCAGTTCCAGGGAACTCAACCG

GAAGCGGAGAACGATGACGCCATTTTCTCTTCCAATGACGGGACTTTTGATCCAT

CCACCACCGCTGATACTCTGGCGGAAGGTCATCTTGTTCCTGGGATGCCAACCAT

ATCAGTGACCGATCCCTCCGGAGACCCCAATGCCAAGTCTTTCAGCTCTCTGAGC

AATGACGACATGGATTTAGATCCTAGCCTTGCTGACAACGATTTCTATGCCGAAC

AGTCTAATGAGTTTGCTTCCTCGGGCGAAGGACATTTGGTCCCGGGAATGCCAAC

CATATCAGTGGACGAAAGTGGTGCGCGTTTCAGCCAGCTCGAGGAGACACAACC

TGATGCACAGGACGATGACAGCATTTTCTCTTCCCATGACTCGACATCTGACCCA

TTTAACACTGATGATAGCTTTGCGGAAGGTCACCTTGTTCCTGGAATGCCATCCAT

CTCAAGTTTCGAAAAGAACGCAGATTTCAAGGGATCTTCTTTCAGCACGGAGACC

ACTCTGAGCACGGATGACCAACCAGATGAGGTTTTTGCCAGAAAGGCCGGGTAT

GCTCCAGTTCCTAGGAGCTATGGTGGAGTGTGGAGGAACGCAAGGTCTACCTTCT

ACGGTGGAATGGATGCTGCGGGAACCATGTCGGGAGCTTGTGGATATGGCAATTT

GTACGCTTCTGGGTACGGTGTGCACACCACTGCGTTGTCCTCAGCGTTGTTCAAG

AACGGAATGGCTTGCGGCGCTTGTTTCGAGGTGCAGTGCGGTGGGAAGGGAAAG

CCCTGCAAACCTGGATCTGTGGTTGTGACCGCCACCAACTTCTGCCCACCCAATC

CAGGACAGAGTGCGAACAATGGAGGATGGTGCAATCCTCCTAATGAGCACTTTG

ACCTTTCCTACCCCGCTTTCGTTAAAATCGCCGATCCCAAGGCTGGAGCTGTGCCC

CTGCAATACCGAAGAGTGCCGTGCCAGAAGCAAGGAGGGATTCGATTTACTATTA

ATGGCAACTGCAACTTCATCCTCGTGACCATCACCAACGTCGGCGGTTCGGGAGT

GGTGACTGCGGCGTACTTGAAGGGCGACAAGACAGAGTGGTCTCCGTTGTCAAG

AAACTGGGGCGCGAACTGGCAGTGCAGGCGCAATTACTGCGGTCAAGGTATCTC

CATCAAGATCGTCACCAGTGACAACAAGGTTTCAGTCACGAAGCTAGCCAAATCT

GACTGGTGTTTCGGGAAGACCTTCATCGGAAAGCAAGTCTAA 

Nucleotide 

>PpEXPA-09 

CCCCCCCGCCAAGCACACCGCCCCGCGCCAAGCCCCTCTCACCTCACCTCCTTAC

ACTTCGGATCCCCTTCTCTCCCCGCCCCTCCCTCGCTTGCCTTAAGGCATGGTTGC

TGCTCCTTCTCTCCCTGCTAGGATTACTCCCTCCTCTCCCCTCCTCCCAGATCTGCA

GGCTGCGCCACTGCTCATTCTCCGATGTAAGACCCTTCTTTCTTCCCCACCCACTC

TCCCTCCTGTGCTTTTGCTTTCCTGTCTACTTCGTTGCCATTCTTTATTCTCTAAGT

ATGTCTGACTGTTTAGTTGCGGTTAAGTGAATCACACTTGCATTCAATCTCTGGAC

GTTGAATTGGAAATCTAGAATCGATGCCTTCAGCGTGGTACATACTTGCATGTAC

TTTCTTGGGTTTTCAAGGTCTGGTGGGATGCTCTACTCTCATAGCTATTTACACGA

ATTTGACAGAGACGTGGTTCGATGGATAGAGTGTAATGTGGTCTTATCGGTAACT

ACGAGGCTCATAATATAACTTCGAACTGCCTGTCCTCGGTTAGCAACGGGAGCAT

TTTGAACCAAAGGCGATGGTACCAGGTTGTCTATGATATGGAACTTGCACAGGAT

GTACTAGACGCGGATGAGTAGCGGAGACGTGTGAGACAATGGTTTAAACCAAGT

ACTGGGATCATTTGAGAATGTGCCAGTGTTGCAGTCGAGTAGTGTCACAGCCGAA

GACTCACTTTTGTCTCGCACCCTCTAAATCTTCATAAAAATAGATGGTTTTGATGG

TATCATACTTCGAATCTAGACTTACCACGCTCTTATTTCTCAAGCTAACGAAAACG

GTTTGTCCTTTCAGGGTGACTGCAAGGATGGCTGCTATGTGGGTAGTGGCTCTTTT

GCTGGTGAGCGGTGTGCTCGTGCACTCCGAGGAGATAATACAGGCAACTGTCGA

GAAAGTCTCTGACCGTCCCAGTTCACCTGCAGTCGAGACGTCGCCAGCGACTGTT

GAAACTGAGCCCGAAAATCCATCAAACACGACGCACCAGGCTGTTCTTGCGGCTA



GCTCGGTCGGTACTCAAGAGGTTCTAGTTTCACTTGATCTTACCCGTGGAACGTTG

GAGGATGTACCAAACACTAGCATGTCACCTGAATCTTCGGTTGACGGTTCATCGT

TTGGAACTGCTGCTGAAAATGATGGAGATACTGCTGCTTCACCCTCCGAGGAACC

AACTTCTGATGCTCCCGAAGTCGTATTCGCATCTGACCCGTCTGAACAATCGGGC

CACTTAGTTCCAAACATGAACATAACGCTCGATGGATCCTCGGGAGCTGCTGGTG

ACGGGAGCTCTTTTACCACTTTGTTCGATGACGCATCTGATTCAAATGAGGGGGG

TGTGCTCACCGACATTAATCTAGATCTTGGTGACGGCAAGCAAGGAGACTTCTCC

ACTGCGAGTTTACCCGACGATCAAAGCGAACAGGGATTTGACAGTTTTAGTGTGC

AGGGCGGTGGAGGTGACGACTCCCAGTCTGGTCATTTAGTGGAGGGGCTTGATAT

TAACATCGATTCTGATCCTAGTAACTCTGGAAGCAGCTTCTCTACCAACAATGTGT

ACCCTGGCGAGCCTGACGAGTTTGCATCCTCGGGTGAAGGACATTTGGTTCCCGG

AATGCCAACCATATCAGAGGATGAAGATGGTGCGAGTTTTAGCCAGTTCCAGGG

AACTCAACCGGAAGCGGAGAACGATGACGCCATTTTCTCTTCCAATGACGGGACT

TTTGATCCATCCACCACCGCTGATACTCTGGCGGAAGGTCATCTTGTTCCTGGGAT

GCCAACCATATCAGTGACCGATCCCTCCGGAGACCCCAATGCCAAGTCTTTCAGC

TCTCTGAGCAATGACGACATGGATTTAGATCCTAGCCTTGCTGACAACGATTTCT

ATGCCGAACAGTCTAATGAGTTTGCTTCCTCGGGCGAAGGACATTTGGTCCCGGG

AATGCCAACCATATCAGTGGACGAAAGTGGTGCGCGTTTCAGCCAGCTCGAGGA

GACACAACCTGATGCACAGGACGATGACAGCATTTTCTCTTCCCATGACTCGACA

TCTGACCCATTTAACACTGATGATAGCTTTGCGGAAGGTCACCTTGTTCCTGGAAT

GCCATCCATCTCAAGTTTCGAAAAGAACGCAGATTTCAAGGGATCTTCTTTCAGC

ACGGAGACCACTCTGAGCACGGATGACCAACCAGATGAGGTTTTTGCCAGAAAG

GCCGGGTATGCTCCAGTTCCTAGGAGCTATGGTGGAGTGTGGAGGAACGCAAGG

TCTACCTTCTACGGTGGAATGGATGCTGCGGGAACCATGTGTAAGTTTTTATTTGG

AATACGCCTGCAAGGATTCCATTGTCTTCGCCTTCATTAGTGTAAGGTTTGGATGT

CGGCTTTCATTGTTTTCCCTTGTGGAGGTGTAGTTTTTTTTAGTATGTACTGCGTGC

GATTATCTTACTATGGTGCATGTTGATGCAGCGGGAGCTTGTGGATATGGCAATT

TGTACGCTTCTGGGTACGGTGTGCACACCACTGCGTTGTCCTCAGCGTTGTTCAAG

AACGGAATGGCTTGCGGCGCTTGTTTCGAGGTGCAGTGCGGTGGGAAGGGAAAG

CCCTGCAAACCTGGATCTGTGGTTGTGACCGCCACCAACTTCTGCCCACCCAATC

CAGGACAGAGTGCGAACAATGGAGGATGGTGCAATCCTCCTAATGAGCACTTTG

ACCTTTCCTACCCCGCTTTCGTTAAAATCGCCGATCCCAAGGCTGGAGCTGTGCCC

CTGCAATACCGAAGGTTCGTGCTATTTGCCTTTAAAAACTTTGTTTGCTGGCTTTG

ACTGCTCTTTTTTTCCATCGTTATATTTCTCACCTGGAAGTAGATGCAATGTTTCTT

CTCATGAACTAAAGTGGTATCCGATGTGTCTGCATTCAGAGTGCCGTGCCAGAAG

CAAGGAGGGATTCGATTTACTATTAATGGCAACTGCAACTTCATCCTCGTGACCA

TCACCAACGTCGGCGGTTCGGGAGTGGTGACTGCGGCGTACTTGAAGGGCGACA

AGACAGAGTGGTCTCCGTTGTCAAGAAACTGGGGCGCGAACTGGCAGTGCAGGC

GCAATTACTGCGGTCAAGGTATCTCCATCAAGATCGTCACCAGTGACAACAAGGT

TTCAGTCACGAAGCTAGCCAAATCTGACTGGTGTTTCGGGAAGACCTTCATCGGA

AAGCAAGTCTAATCAAGCAAGTTCTTCGAATACGTCGACCCAGTTCAGTCGAAAC

TTCTGAATTGGAGATGGCAGTCTAGTTTAATTAGGAAAACGATAGCTTTCTCAAG

TGATTATTATTTATTTGATTTTCAACGGACCCGGGGGAAAATGGGCTGATGTTGTA

CTCCGGAGGCAGGATTGTTCATCAGCTGTGTCTGTAGACAGTAGCGGAGAGTTGA

CTGCTATTTATGACCGTGTCATTCCCGAAGGAGGTCGATGAGCTCCATCGCCGCTT

CCTCGGATGGGTTTCTCTCACACGCTTACTCACTCTATCTGTTTTAGGAGCTTCTTC

AGTTGTGAATGATATGATCTTTACACATATACTGTGGCAGTGGTGTTCGGCTTCGC



CCGCCACACTATTTTCATTACCCATTGGAAATCTGATTGTTGGAATAATCTAATAC

AGCCAGCATTTTATGACTTTGTAAAG 


