IDENTIFICATION
Species: Ananas comosus
Locus: Aco031434

Gene Model: Aco031434.1
Description: AncEXPA-23
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3



https://phytozome-next.jgi.doe.gov/info/Acomosus_v3

EXTERNAL RESOURCES

http://pineapple.angiosperms.orag/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea
pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..
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DOMAIN ARCHITECTURE
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List of domain hits ”
Name Accession Description Interval E-value
[+] PLN00193 super family cl33423 expansin-A; Provisional 28-255  8.49e-119
SEQUENCES

Peptide

>AncEXPA-23

MGFPVTLTTTLILVALCLRADARIPGVYSGGPWQSAHATFYGGSDASGTMGGGYGN
LYSQGYGVETAALSTALFNDGLSCGFELKCADDPRWCHAGSPSILITATNFCPPNYAL
PSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSFRRVPCRKSGGIRFTINGFSYF
NLVLITNVAGAGDIVRASVKGSRTGWMPMSRNWGQNWQSNAVLVGQSLSFRITGSD
RRTSTSWNVVPANWQFGQTFSGKNFRV*

CDS (coding sequence)
>AncEXPA-23

ATGGGTTTCCCGGTTTACCTCATTTTGGTCGCATTGTGCCTCCGTGCGGGCCCGCA
TCGGGAGTGTTCCGGCGGGCCGTGGCAGAGCGCCCGCCCTTCTGGTGGCAGCGGC
ATCCGGCCATGGGAGGGGCGTGTGGGTGGAAATTTATAGCCAAGGATGGTGTGG
AGGGCAGCGCTGAGCGGCGCTGTTTAGGGGCTCAGCTGCGGGGCGTGCTTCGAG
CTCAAGTGCGCCGGCCCAGGTGGTGCCATGCCGGCAGCCCCTCCATCCTCATCGG
CCCAATTTCTGCCCCCCCAATTGCCCTCCCGTCCGAGGCGGGTGGTGCACCCCCTC
GCCCCCTTCGCTCGCCATGCCTATGTTCCTCAAAATCGCCGAGTCGCGCCGGGAT
CGTCCGTATCCTTTCGAAGAGTGCCCTGCCGTAAGTCGGGAGGGATCCGGTTCGA
TCAGGATTCAGTTTTCACTGGTGCTGATCGAGTGGCGGGGGCGGGCGATAGTGCG
GGCGAGCGTGAAGGGCTCGCGCCGGGTGGATGCCGATGTCGCGCATGGGGCCAG
AATTGGCAGTCCAATGCTGTCCTCGTCGGAATCCCTCTCCTTCCGCATCCGGCAGC
GCGCCGCTTCCTTCCTGGAGTCGTGCCCGCGAATTGGCAGTTCGGCCAGCTTCTCT
GGCAAGATTCAGGGTCTGA
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Nucleotide
>AncEXPA-23

CTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTAAAAGCATTTTCTCATCATGGGTTT
CCCGGTTTACCTCATTTTGGTCGCATTGTGCCTCCGTGCGGGCCCGCATCGGGAGT
GTTCCGGCGGGCCGTGGCAGAGCGCCCGCCCTTCTGGTGGCAGCGGCATCCGGCC

ATGGGTGCTCTTTTTCTCTTTACCTTCCCTTTTCGCATAATTTCTCTGGTCCTTCTTT
[TTTTTTTTTTTTTTTTTTTITGTGGTCAAAATGTGCCTAGCTTCCCGCATTTTAGAA
ATTGGCCCTTAATTGGTTTTTCCTATATCGCCTTTCTTTTCTTTTTCTTTTTCTTTTT
TCTTTTTTTTTTTTTTTGATACTTGAGCTATTTTAGTTAGTTTGATAAAAATAATAT

AAAATTTTAAAAATAAAGAGATGCTTCAAAAGTTTGTAGTTATATTTTATAGTGG
CATATGTGATGTAGGGAATTTTGATTAAATATATATATATATATATATAGGCCTAT
TTAGTTATAAATTTGTCCTCATCGAAAGAAAAAAGAATCTTTTAGGGGCCAAAAT
ATGTTTCTATTTAGGATCTATTAGATAAAAAATAATTAAAATTGTTAAATCAATTA
TATTATTAAAGAATTTAATAGAAATCGAGTAATATTAAAATTAAATTAAAAAATA
AGTTTAGCGAATCATGAATCATTTTCAAAATGATCGCTAGTTGTGCCGCTTTTTCT
ATAAAAAAATGCCGTTGCATTCAGAATCCTAAAAAGAAAAATTATTTTTGAATGA
ATAGAATGTAAGATTTCATATTTAGAAGTAGATAGTATTGTTCCTCTGTGTATTTT
TATCTAATTTATGTTTCTCTCTCTATATATATATAGGAGGGGCGTGTGGGTGGAAA
TTTATAGCCAAGGATACGGTGTGGAGGGCAGCGCTGAGCGGCGCTGTTTAGGGG
CTCAGCTGCGGGGCGTGCTTCGAGCTCAAGTGCGCCGGCCCAGGTGGTGCCATGC
CGGCAGCCCCTCCATCCTCATCGGCCCAATTTCTGCCCCCCCAATTGCCCTCCCGT
CCGAGGCGGGTGGTGCACCCCCTCGCCCCCTTCGCTCGCCATGCCTATGTTCCTCA
AAATCGCCGAGTCGCGCCGGGATCGTCCGTATCCTTTCGAAGGTAATCAGTCGTA
AAATTTTTTATTATTTTGTGAATTTTCATTAGAGTATCCTAGTATAAAAAGGGGCG
AGATCGTATATAATGAATTTCAAAATAAAGTAAATGAGATTCGATGGTTTATGTC
CGTCCTTCTTGTTGAAAGGTTCTTTCGCTTTTCGGATATTTATTATTGAGGGTCAA
GTTTCGCAATTTTGGCTTGGTCGCGTACCTTGCGTAGATGTTCGGAGCCATTTATT
ATCCGGAGAGCTTCTCGATCCATTTCCATTATAAGTATTGCTATAGATTCTTTAAT
AATATTTTTATATTTTCAAATTTATTGATAATTAATAATATAGATGATAAAAAGAA
CTTTTAATATTAAATATATAAAGGTAATTATTATGTAAAGTTGGATTAGCTTCCTA
ATTATCAAAGCAAAAAAATAAAAATAAAAAAAAATTAGAAGAGGGCAATTTGAT
CTTTATCTTCTCGTCTCAAACGCGTGAGCCCTCGGTGCGCGCCGGTGAGGCATGC
CCATGTCCCACTGGGCCCCCTCTTCTCGTTTCGTCCAATCAAAATCTTTTCCCAGA
ATTTAGCATTAATCCCCAAAATTCCTTTATCAAATTTCCATTTTTAGTTTTGCTGAT
CAATTTCCATTAGAAAATATGATATAGATCTTAAATGTGTTTGTGCATCTTCAGAT
TGTTGAATTGTATATAATAGCGAATGAATGCGAATTCTCAGAGTGCCCTGCCGTA
AGTCGGGAGGGATCCGGTTCGATCAGGATTCAGTTTTCACTGGTGCTGATCGAGT
GGCGGGGGCGGGCGATAGTGCGGGCGAGCGTGAAGGGCTCGCGCCGGGTGGATG
CCGATGTCGCGCATGGGGCCAGAATTGGCAGTCCAATGCTGTCCTCGTCGGAATC
CCTCTCCTTCCGCATCCGGCAGCGCGCCGCTTCCTTCCTGGAGTCGTGCCCGCGAA
TTGGCAGTTCGGCCAGCTTCTCTGGCAAGATTCAGGGTCTGATCTAAAGATGCTTT
TATGGTGAAAGCGGGAGCCGTCATTGATATAGCATTTTAAAATAAATATTTAAAT
TTTAAAAAATCTTAATCGTTATCTACTTAGTATTTGAAATGATAATCATGAAAGG
GTTTTTTTATCGATTGATCGTGTTGTTTGCGAATTTTTACTAATCTTTCGTCAAAAG
AGTTAGATTGTGAGGTTAGTATGAAGTTTAAATCTTTCGATTAAATTTATTTTAAA
ATGTGCTATAGCTCAGGAATGGTCAATTCGCTTTTCTTTTTCGAACGATTTCCAAA




TGGGAGTAGTTGGGGGTTGGGTTTTTTTTTTTTTTCTTTTTCCCATTCATTCTTTCC
CCCTCCGTTCTCTATTGCTTTTTCGTTCTATTTAATTTCGTAAAGCTGTTTAGTGGA
TTTTAAGTGAGGAAGGGGAAAGAGTGATGGAGAAGTGAGTTTGGGCATTGCTAG
TCCAATGTTTTAGTAGGGTATGTGGTGTTTTTTCTTCTATGGGAGGTGTATGGGTC
TCGTAAGATGGGGGAGTTTGTGGAGAAGCGATGCTGCAGCTGAAGCGGCTGCAG
ATCAGAATGGAAGATCATGTAGCCCGCAGCTGCTTAGATATATATATTTAAGGAT
ATTTAATATATGATATGAAATGTTGATTGTGATTATTTTCTTATATTTAATGGGTA
TGTTATTAATAAAAAAATTATATATATTGTCTGAAAATTGGATCCTCTCTAATGAA
GGCATTTTGTAATTTTCTG




