IDENTIFICATION

Species: Brassica oleracea capitata
Locus: Bol011149

Gene Model: Bol011149
Description: BolEXPA-17
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata vl O

EXTERNAL RESOURCES
http://www.ocri-genomics.org/bolbase/login.htm
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GENE STRUCTURE

BolEXPA-17
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Legend:

Exon — Intron
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Name Accession Description Interval E-value
[+] PLN00193 super family 3342 expansin-A, Provisional 25-250 4.98e-96
SEQUENCES

Peptide

>BolEXPA-17

MEMKGKYLVTAILLVGTLSVGMCSNGWIRAHATYYGVNDSPASLGGACGYDNPYH
AGFGAHTAALSGALFRNGESCGGCYQVRCDYWADPKWCLRGAAVTVTATNFCPSN
NNGGWCNLPRHHFDMSMPAFFRIARRGNEGIVPVFYRRVGCKRRGGVRFTMRGQG

NFNMVILSNVGGSGALKAVAVRGSRGKTWVQMTRNWGANWQSSGDLRGQRLSFR

VTLLDRKTMTFLNVVPSSWWFGQTFSGRGQFL*

CDS (coding sequence)
>BolEXPA-17

ATGGAAATGAAGGGAAAATATTTGGTTACGGCTATTTTATTGGTGGGTACGTTAA
GTGTGGGGATGTGTTCCAATGGTTGGATTAGGGCGCATGCAACGTATTATGGTGT
TAATGATAGCCCTGCTTCACTTGGAGGAGCTTGTGGGTATGACAATCCATACCAC
GCTGGATTCGGAGCCCATACAGCGGCGCTAAGCGGTGCGCTATTCAGAAACGGC
GAGTCGTGCGGTGGTTGCTACCAAGTGAGGTGCGACTATTGGGCGGATCCTAAGT
GGTGTCTCCGAGGAGCCGCTGTGACGGTGACGGCTACAAACTTCTGTCCGTCGAA
CAACAATGGAGGTTGGTGCAATCTCCCTCGCCACCACTTTGACATGTCCATGCCC
GCTTTCTTCCGCATAGCTCGCCGCGGCAACGAAGGCATCGTCCCCGTCTTCTACCG
CCGAGTTGGATGCAAAAGAAGAGGAGGTGTGAGGTTCACGATGAGAGGCCAAGG
GAACTTCAACATGGTAATACTCTCAAACGTTGGCGGCAGCGGCGCGCTGAAAGC
GGTTGCGGTGAGAGGATCAAGGGGAAAGACTTGGGTTCAGATGACTCGTAATTG
GGGTGCCAACTGGCAGAGCTCCGGCGATCTCCGTGGACAGAGACTCTCCTTCAGA
GTTACTCTTCTTGACCGCAAGACGATGACGTTTCTAAACGTTGTTCCTTCTTCTTG
GTGGTTCGGCCAAACCTTCTCTGGTCGAGGCCAGTTCCTCTGA

Nucleotide
>BolEXPA-17

ATGGAAATGAAGGGAAAATATTTGGTTACGGCTATTTTATTGGTGGGTACGTTAA
GTGTGGGGATGTGTTCCAATGGTTGGATTAGGGCGCATGCAACGTATTATGGTGT
TAATGATAGCCCTGCTTCACTTGGTAAAGAGTCCATTATATACCATAGTTTTAATA
CTTTTGTTTGTTACTTTTTGTTTTTGTATATCAAAGCCTTTTCCTCTAAACAACTTC
ATTTCGATGTATAGGAGGAGCTTGTGGGTATGACAATCCATACCACGCTGGATTC




GGAGCCCATACAGCGGCGCTAAGCGGTGCGCTATTCAGAAACGGCGAGTCGTGC
GGTGGTTGCTACCAAGTGAGGTGCGACTATTGGGCGGATCCTAAGTGGTGTCTCC
GAGGAGCCGCTGTGACGGTGACGGCTACAAACTTCTGTCCGTCGAACAACAATG
GAGGTTGGTGCAATCTCCCTCGCCACCACTTTGACATGTCCATGCCCGCTTTCTTC
CGCATAGCTCGCCGCGGCAACGAAGGCATCGTCCCCGTCTTCTACCGCCGGTAAC
ATATTTTGTTCTATTTCGCTTTGAGTTTTTTTTTTTAAATAATAAAATTATTAATGT
TTTATAAATTAGAATGCTGTGTTTGTATTTAAATATCAAATAATATTCACAACATA
TAAAACGTAAACAATATAGCATCATGTAATATATTATATGTCTAATAATTTATCA
ACATATATCTTAATGATTTTATTCTTTTATTACAATTATTATAGAGTTGGATGCAA
AAGAAGAGGAGGTGTGAGGTTCACGATGAGAGGCCAAGGGAACTTCAACATGGT
AATACTCTCAAACGTTGGCGGCAGCGGCGCGCTGAAAGCGGTTGCGGTGAGAGG
ATCAAGGGGAAAGACTTGGGTTCAGATGACTCGTAATTGGGGTGCCAACTGGCA
GAGCTCCGGCGATCTCCGTGGACAGAGACTCTCCTTCAGAGTTACTCTTCTTGACC
GCAAGACGATGACGTTTCTAAACGTTGTTCCTTCTTCTTGGTGGTTCGGCCAAACC
TTCTCTGGTCGAGGCCAGTTCCTCTGA




