
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G609600 

Gene Model: PhHAL.9G609600.1.p 

Description: PhhEXPA-33 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPA-33 

MHRRPPSFLLFLVVAAASRLVPAAAGDDGGWSKGTATFYGGGDASGTMGGACGYG

SLYWSGYGTDTAALSSPLFDDGASCGQCFKVTCDAGASQWCLKGKSVTVTATNLCP

PNYAVSGDEGGWCNPPRRHFDMAQPAWLQIAQYKGGIVPVLYQRTPCVKQGGVRF

TMAGSNYFVLVLITNVAGTGSVKAVWVKGSSTDRMPMSRNWGANWQSLAGLAGQ

ALTFGVTNTGGKTIVIPDVVPAWWKFGQSFTSGVQFSD* 

CDS (coding sequence) 

>PhhEXPA-33 

ATGCACAGACGACCACCGAGCTTTCTTCTGTTCCTCGTCGTCGCCGCGGCGTCGC

GGTTGGTGCCGGCGGCGGCGGGGGACGACGGCGGCTGGTCGAAGGGCACGGCCA

CGTTCTACGGCGGCGGCGACGCCTCCGGCACGATGGGTGGCGCGTGCGGGTACG

GGAGCCTGTACTGGTCCGGGTACGGGACGGACACGGCGGCGCTGAGCTCGCCGC

TGTTCGACGACGGCGCGTCGTGCGGGCAGTGCTTCAAGGTCACGTGCGACGCCGG

CGCGTCCCAGTGGTGCCTCAAGGGCAAGTCGGTGACCGTGACCGCCACCAATCTG

TGCCCGCCCAACTACGCCGTCTCCGGCGACGAGGGCGGCTGGTGCAACCCGCCCC

GCCGCCACTTCGACATGGCCCAGCCCGCCTGGCTCCAGATCGCCCAGTACAAGGG

CGGCATCGTGCCGGTGCTCTACCAGAGGACGCCGTGCGTGAAGCAGGGAGGGGT

GCGGTTCACCATGGCCGGGTCCAACTACTTCGTGCTGGTGCTCATCACCAACGTG

GCCGGGACCGGGTCGGTGAAGGCGGTGTGGGTGAAGGGGAGCAGCACGGACAG

GATGCCCATGAGCAGGAACTGGGGCGCCAACTGGCAGTCGCTCGCGGGGCTCGC

CGGCCAGGCGCTCACCTTCGGGGTCACGAACACCGGCGGCAAGACCATCGTCATC

CCCGACGTCGTGCCGGCATGGTGGAAGTTCGGACAGTCTTTCACCTCCGGCGTCC

AGTTCTCCGACTGA 

Nucleotide 

>PhhEXPA-33 

TAACAGCCAGTACCGCTCATCGTTCTCTGTAGCTAGCTACTCCACTACTTGCGGAA

AGTCTACGAAGATGCACAGACGACCACCGAGCTTTCTTCTGTTCCTCGTCGTCGC

CGCGGCGTCGCGGTTGGTGCCGGCGGCGGCGGGGGACGACGGCGGCTGGTCGAA

GGGCACGGCCACGTTCTACGGCGGCGGCGACGCCTCCGGCACGATGGGTGGCGC

GTGCGGGTACGGGAGCCTGTACTGGTCCGGGTACGGGACGGACACGGCGGCGCT



GAGCTCGCCGCTGTTCGACGACGGCGCGTCGTGCGGGCAGTGCTTCAAGGTCACG

TGCGACGCCGGCGCGTCCCAGTGGTGCCTCAAGGGCAAGTCGGTGACCGTGACC

GCCACCAATCTGTGCCCGCCCAACTACGCCGTCTCCGGCGACGAGGGCGGCTGGT

GCAACCCGCCCCGCCGCCACTTCGACATGGCCCAGCCCGCCTGGCTCCAGATCGC

CCAGTACAAGGGCGGCATCGTGCCGGTGCTCTACCAGAGGTCGGTACTCGAGTTT

ATTATTACCTCGACAATTCTTATATACTAATCCTGGACGGTTTGACCCAGACGTAC

AATTAAGCCAATTAGATCGTGGTTAAAAAAAATTAATCTCGTGGTGCGTTGATGT

GCTGCGCGTAGGACGCCGTGCGTGAAGCAGGGAGGGGTGCGGTTCACCATGGCC

GGGTCCAACTACTTCGTGCTGGTGCTCATCACCAACGTGGCCGGGACCGGGTCGG

TGAAGGCGGTGTGGGTGAAGGGGAGCAGCACGGACAGGATGCCCATGAGCAGG

AACTGGGGCGCCAACTGGCAGTCGCTCGCGGGGCTCGCCGGCCAGGCGCTCACCT

TCGGGGTCACGAACACCGGCGGCAAGACCATCGTCATCCCCGACGTCGTGCCGGC

ATGGTGGAAGTTCGGACAGTCTTTCACCTCCGGCGTCCAGTTCTCCGACTGATCG

ATCAGTCGACGACCAAACCGTCGGAGTTTCGAACGGCGCGCGGCTCCAACATCGT

CCGTCGGACCAGATGCCGATCTAGCTAGGCTTTCTGAGATTTCTGGTTGAAGAAG

CACATGCCATCTTAATTACAGAGATTAATAATTGGACAGGGCCATATGGAGTACT

GGGTGTATGAGCTGTGATATGTATAGCTATAGCCTGCTAGGCCATGCCGTTGAGG

ATCCATTATATTCATGATTCATGGCAGGTGTCGACTGAAAAGAGTGTAGTCTGGA

CTCTGGAGTAGTTGAGTTCTTTGCTGGAGACGGTGCCCGTATCAGTAGCTTTTCTT

CTTCTGTACATTGTTAATATTGCAGTCTTGTTGTGGTACTACTGTTCTGCTGTCCAC

ACTGGACAGTGCAAATAACCCCATTATGACCT 




