IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.0006s0711

Gene Model: Anaoc.0006s0711.1.p
Description: AocEXPB-02
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9

GENE STRUCTURE

AocEXPB-02
5

| 1 1 1 1 4
by S00bp [T 1500bp 200

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE
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B o Pollen_allerg_1
Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

specific hits

List of domain hits *®
Name Accession Description Interval E.value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 38173 2.20e-66
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol PI, Pll and Plil from Lolium perenne 181-257 4.38e-26

>A0cEXPB-02

MQFRRTFSQLMKLFLFLLAFTFLVVSASIKHLVTDVHWKPATATWYGDPEGDGSDV
CESTQTELIQLGGACGYGSLVDVRPLRARVGSVSPILFKNGEGCGACYKVKCLDKSIC
SRRAVTIIVTDECPGGYCSNGRTHFDLSGAAFGRMAITGEGSQLRNRGELSVIYRRTP
CKYPGKNIAFHVNEGSTDYWLSILVEFEDGDGDVGSMHIREASSSQWLQMNHVWGA
NWCIIGGPLKGPFSVKITTLSTGRALSARDVIPRNWSPKSTY TSRLNFNF*

CDS (coding sequence)
>AocEXPB-02

ATGCAGTTCCGCCGCACTTTCAGCCAACTCATGAAGTTGTTCCTATTTTTGTTGGC
CTTTACGTTTCTGGTGGTCTCCGCTAGCATTAAACACCTTGTCACAGACGTACATT
GGAAACCCGCCACTGCCACCTGGTACGGCGATCCCGAAGGCGACGGTAGTGATG
TCTGTGAGTCGACTCAGACTGAGCTGATTCAACTCGGAGGGGCATGTGGGTATGG
TTCATTGGTGGACGTAAGGCCGTTGAGGGCCAGAGTGGGTTCGGTTAGCCCAATA
CTTTTCAAGAACGGAGAGGGGTGCGGGGCATGCTACAAAGTGAAGTGCTTGGAC
AAGAGCATATGCTCAAGAAGGGCAGTCACCATAATAGTGACGGACGAGTGCCCA
GGTGGATACTGCTCCAATGGCCGCACCCACTTTGATCTCAGCGGTGCAGCCTTCG
GTCGCATGGCCATTACAGGTGAGGGTTCCCAGCTCCGAAACCGAGGCGAGCTCTC
AGTCATCTACAGGCGGACGCCGTGTAAATATCCTGGAAAGAACATAGCCTTTCAT
GTGAATGAAGGTTCAACTGATTACTGGCTGTCCATTCTGGTGGAATTTGAGGATG
GAGATGGAGATGTGGGATCAATGCACATAAGAGAAGCAAGTTCCAGCCAGTGGT
TGCAGATGAATCATGTATGGGGAGCAAATTGGTGTATTATTGGGGGACCCTTGAA
GGGACCATTCTCAGTGAAGATAACAACACTTTCAACAGGAAGAGCTCTCTCTGCA
AGGGATGTAATTCCAAGGAACTGGTCTCCAAAATCAACTTACACATCTCGCCTCA
ATTTCAACTTCTAA

Nucleotide
>A0cEXPB-02

ATGGTCACCTAAAATAAAACTAGAGCAGAGAAAGCCTTGACGCGATTAGCTTCC
GTCTTCACGAGTCAGTGAAAAGAAACTGACTCTCTACATTCATCTAAATCACATT



TTAATATTACTGCTTTCTCGGGTTTCTCCGCTTTTGCTGCGAAATTGACGGAGTTG
GTGTGGGGGTTTTTGTGGTGCCGCCGCTCTTCACCTGACAAAACAAATCGACACA
ATGCAGTTCCGCCGCACTTTCAGCCAACTCATGAAGTTGTTCCTATTTTTGTTGGC
CTTTACGTTTCTGGTGGTCTCCGCTAGCATTAAACACCTTGTCACAGACGTACATT
GGAAACCCGCCACTGCCACCTGGTACGGCGATCCCGAAGGCGACGGTAGTGATG
GTATGTCCCACATTATACGTTTAGAGTGAGCTGTGAATTTTTTTTTTTTTTAAACAT
TTTTTTCTTGCTGGCAGTCTGTGAGTCGACTCAGACTGAGCTGATTCAACTCGGTT
CGTTAAATCAAAATGTTGAGCTTTTTCATTGCCTAATTTTCTAATTTAGGAGGTAG
ACAGAATGGTAAGTAACAGAATATTGATGTTTGATGCAGGAGGGGCATGTGGGT
ATGGTTCATTGGTGGACGTAAGGCCGTTGAGGGCCAGAGTGGGTTCGGTTAGCCC
AATACTTTTCAAGAACGGAGAGGGGTGCGGGGCATGCTACAAAGTGAAGTGCTT
GGACAAGAGCATATGCTCAAGAAGGGCAGTCACCATAATAGTGACGGACGAGTG
CCCAGGTGGATACTGCTCCAATGGCCGCACCCACTTTGATCTCAGCGGTGCAGCC
TTCGGTCGCATGGCCATTACAGGTGAGGGTTCCCAGCTCCGAAACCGAGGCGAGC
TCTCAGTCATCTACAGGCGGTACGTGTCTCTTTTCGGCTGGCTGGCAATATAGTGT
GTGTGTGTTTATTGTTGTTGTAAATTGTTGTTATTAATTAATTCAGGACGCCGTGT
AAATATCCTGGAAAGAACATAGCCTTTCATGTGAATGAAGGTTCAACTGATTACT
GGCTGTCCATTCTGGTGGAATTTGAGGATGGAGATGGAGATGTGGGATCAATGCA
CATAAGAGAAGTAAGATTTATCTTTCTTCTCTGTTTTTTTTTTTTTTTAATTTTCAG
TGTCAAATCTTCCTATTGAAATAAATGGCAATATCATCAACCGTAATTTCAGTCTT
GGGATTAAGATTAAACATTGTTTAATCTTTTATTAAAAGTAGATAAATCCTAAAA
TCATGGACGTGTCACATCCTGATTCATATTCCATTAACCAGCAAAGCACTTTTTGC
CAAAGTTTTAGTTCCCTCCACCAGCCATTTTTCTTGGTCCATTTCCATGTGCTCTTT
GATCTAAAAGGTTGTCGACATACATAATTAGAAACTGATTTTTTTTAATTTCTCTA
AAAAATGGCAGGCAAGTTCCAGCCAGTGGTTGCAGATGAATCATGTATGGGGAG
CAAATTGGTGTATTATTGGGGGACCCTTGAAGGGACCATTCTCAGTGAAGATAAC
AACACTTTCAACAGGAAGAGCTCTCTCTGCAAGGGATGTAATTCCAAGGAACTGG
TCTCCAAAATCAACTTACACATCTCGCCTCAATTTCAACTTCTAACACTTGCCTTT
CTCTTTTGGGTTGTTCCTTTTTACATTTTTTTAAGAAAGAAAAGTAGGCATTGGAG
AGCATCCAATGCTCTTTCTTTTCTATTCTATTTTTTGTCCAACTTCATTTGGTGCCA
TTCTTAGCGTGTGTAGTAGATATTGTAGCCCTCTCCAAAAGGAGAGAGAGCGTAC
AAGAATAGTCTATGTAATATGTAAAACGTTCTATTGTGGACCCTGATTTGTTTCTA
ATGAATTAAGGCTTTTAGCATGTGCTTGGAGACAAGCTGAGGCTGTGGAGCCTTA
TCCTCAGTTGAAGCAGAATTAATCGGTCTCCAGTTGGCACGGTTTGAATATCATT
ATGAGTGCCTACTGCTGAAACATCACATTATGTTGTGGCAGTATCCGAGAC






