IDENTIFICATION

Species: Setaria italica

Locus: Seita.9G157200

Gene Model: Seita.9G157200.1.p
Description: SitEXPB-19
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE

Y
Speuﬁc-hfts B | Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits *
Name Accession Description Interval E-value
[+ DPBB_EXPB_N  ¢d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 36-169 1.01e-70
[+] Pollen_allerg_1 plam01357 Pollen allergen; This famity contains allergens lol PI, Pil and Piil from Lolium perenne 177-252 2.03e-27

MASKIQRLSSFIAITVFASLLHPCVSIEFRHELSSWTTGIATWYGDPNGAGSEGGACGY
QYAVDQPPFSSLIAAGSPFIYDSGNGCGSCYQVVCSGNQACSGYPVTVVITDQGPGG
GPCLSQASDGMCLNEGAHFDMSGTAFGAMAKPGMADQLRAAGILQIQYTRVQCEW
PGVDVTFSVDTGSNPNYLAVLIEYEDTESDLSGVDIMQSSTGQWVPMQHSWGAVWR
LNSGSALQGPFHIRLTFSSGRVLIASNAIPAGWNAGVSYRSGGVAVTRARPRSAGCRG
YKAAGAFGDLVYHLLLLFVMLAL*

CDS (coding sequence)
>SItEXPB-19

ATGGCTTCCAAGATTCAGCGCTTGTCCTCCTTCATTGCCATTACAGTTTTTGCTTC
ACTCCTTCATCCTTGTGTGTCTATTGAGTTCCGCCATGAGCTCTCCAGCTGGACCA
CTGGCATTGCTACGTGGTATGGTGATCCTAATGGTGCCGGAAGTGAAGGTGGTGC
ATGTGGGTACCAGTATGCTGTCGACCAACCCCCATTCTCGTCCTTGATTGCTGCTG
GCAGCCCTTTCATCTACGACTCTGGAAATGGATGTGGTTCTTGCTACCAGGTGGT
ATGCTCTGGCAATCAAGCTTGCTCTGGTTACCCTGTGACTGTTGTCATCACTGACC
AGGGCCCTGGTGGGGGTCCATGCCTGAGCCAAGCAAGTGATGGCATGTGCCTAA
ACGAGGGCGCCCACTTCGACATGAGTGGGACGGCGTTTGGTGCCATGGCAAAGC
CTGGAATGGCCGATCAGCTCCGTGCCGCTGGCATCCTACAAATCCAATACACTCG
GGTGCAGTGTGAATGGCCTGGAGTGGATGTAACCTTCTCTGTGGACACCGGTTCG
AACCCGAACTATCTTGCCGTGCTCATCGAGTATGAGGACACTGAAAGTGACCTAT
CGGGCGTCGATATCATGCAGAGCTCGACGGGGCAGTGGGTGCCGATGCAGCATT
CGTGGGGTGCAGTGTGGAGGCTCAACTCTGGCTCCGCCCTCCAGGGCCCGTTCCA
TATCCGACTGACTTTCAGCTCAGGCAGGGTGCTCATCGCCAGCAACGCCATACCT
GCAGGGTGGAACGCCGGCGTGTCGTACCGGTCAGGAGGCGTGGCGGTGACGAGG
GCCAGGCCCAGGAGTGCTGGATGCCGGGGCTACAAGGCAGCAGGAGCATTTGGC
GATTTGGTGTATCACCTTCTCCTGTTGTTTGTGATGTTAGCGTTGTGA

Nucleotide

>SitEXPB-19



GAAAGAGAGCATAAACCCCTGCATCCCTGTGCTCTCGCAGTCGCAGGCACCGCTC
CCCTAGGCCTGTCCTCACCGTCCCTTGGCTCTCTCTCCTCGCCGCTGCCGCCCCCA
TTTCTCCACCGCCGCCACCCGCATTCCCGCACCACCGCCGCCCGCATTCCACCGA
GCCCACCCTTTCTCCTCGCAACACAACAGCGTAAAACTAAACGCCGCCTCTCCGC
ACCTAGGCCGAAGCCGCAATCCCCCGAGCGGGCTAGCCCCAATGGCGGCCGCCTT
GTAGTTGCGTGCCGCGGCTTTCGCCGCTACAGCACCGGTGGGGTCCTCTAGCCTC
GGATCTGACTGAGACAAGGCTAGCGCGCTCGAAGCTTTGCTGGCATTGGAGCGGT
TTCCCGTTCCGGCAGCGGGGTGGAGGTAGCTCGTTGCTGCGGCACGACGGCCAGG
TTCGGCGTGGTGCGCTCCTCAATCCTCCGCTTTTAACTCTCACCTGGTTTCTAACA
CAGGTGTACCGTGTACATGTACTGAACTCTGTTTTTTGTGTGCAGAGGAATTTGGC
TTCACAGAGCGCCGCGGCATCCAAGCCCTGCCCATAAGACCGTAAGAATTTGACA
CGCCTTCTCAGTAATTGGTTCGAAAATGATGCTTGAGGATGCATATACATAGTAA
ACACTTCCATTGGATCTTGTTTTCAGAGGAATCTGTGAATTGACTCCACTTAGTTA
GGTTTGATTTTGATAACTCTAGTTGAATTGAATATGATTAGTGTGGCATACTAGAA
TGTAGAATCAGATATGAATTGGAAGCGGGGAGTATGAAAGCTGCATCATTCTGG
AGAGAAGTATTGATTTCAGCTTATAGCACTAAAGCAGATGGCCAGAATGCCAGAT
GCTTGCAGGTGGGGTTTAGCACTACAGCAGATCCAAAGCCTAGTATGGTTAAAAT
ACGGCTTGGTTTTAGTTGTGTTAAAGGTGAAAGGATCTCAGTTGACGACCAAGGT
CCTGGTAGCCAATATCAAGGTCAAATGTATAAATATGAATTCGACCTATGAGGTG
TCAACGTAAAAGTACAATGAGATGGAAATTGACCCATCCATTCATCTCAAACCCA
AATGGTGAGGCTTTGAAGTCTGTCAACATGTTGATATGCCAGGCATTATGTAGGT
AGCTAGCCATAGCAAAAAATAGAGACTTACTGCCAGAGCATGCATGATATGCTCT
TGTGCTCGTGATTCCCTTTTTTTCTTATTAATTAAGTTTGTTTTGTTATCTAGATAA
CTACATGTAAATTTTCCAAAGGTCAGAAAAGGTAATGATGTCACCTTATCAACAT
AGTATTTTGACTTGCTTATATAAACCTGACTGCAGGATAAGGCTATTGATGTGCTA
AAATTGTGCAGAAATGTTTGAAATTGTTAAGGGATATCTATTGTCATGCTTACCA
CATTCTTTTGATAGTAAACATGGTGCTTCATTCTGAGAGACTAAAAAATACTGTCT
GATTGTCTTTGTTTTTTTTTACTCATATCATTTGATATCAGTATAACTTTTGTGAAA
GTTCAGATAAGGGAATAGAATAATACATTAAAATAAATTTATGCAGTTTGCCCAT
AGTGACTTCCTTTAGTTCAGAAAACTTCATTTGAATCTGATTAAGGCTGTGGAGG
ACATGTGAATTCTCTTTGCGAAGGTAGAAAGAAGTGATTGATCATAAAGTAAAAA
CTAGAAACTAATGGTCTTGCACAGGTTTACTGTATTTATAATTGGATTTTCCTTCA
AGTGCATATCCACTCCTTATCATTACTTCAGAACTTAGATACCAATTCCGTAGAAA
AAAACAGTCATACCTCAACCAACAGCATTCACTTACTTATGCCCCAGTGGTCACC
TAGGAATTATTTTGGGCTTCTGGCTACCCCTACTAGCATTTTCTTACTTTGCAATC
ACCTAGACTTAATGATTTCATAATTCATATGCTAACTCTAAGCTCAAAGTCACAAT
ACAAAAGTGATAAGGTGAGTACAGAAGATATGAAAGAAAGGTAAAAGAAAAGG
TCTGGTGGGTCCAGACTCCAGAGATCTTATTTTTAGCTACTTTCAGTTCATAACCG
TCATATTATCTTAGATTTTGTTAGGTATTTATGAATAGGATCCTTTGCACAATGTA
CTCATAGTTCCATCATAACAAAATATCATAACATAGGATTTGCTGTGGTGCATTG
ACTTATAACTGTAAGATCTGAATAACAATTCAGGGCTGTATGTGCAATTCTGCAT
GCCCTTTGATTTATTCAAAGGTATCATGAATTTTGTTTCAATGTGCATTTGCCTCA
TTATCTACTTCATACCTGTCCCAACTCCCAAATCTTCTCCCACCTGGCCTTAGATT
ATGGGTTTACTATCTTTCTAGTGATGAATCATGAATGCGTTTGTATAATAAAACAC
AAAACTGTACTGTAAAATAAAGAGCAGCCCTGTCCTGTTCTTTTGTCCTTAATCAT
CTAGGAAAATTACACTAATTGTCCTATGAATATACATAACATAAGCTGCTTGACT
CGTCCTCTCTCTCCTTGCAATTCCACGGTATTTTATACCTTATCATCCACAGCTTAC




TGTCACATTGCAGAATATGGCTTCCAAGATTCAGCGCTTGTCCTCCTTCATTGCCA
TTACAGTTTTTGCTTCACTCCTTCATCCTTGTGTGTCTATTGAGTTCCGCCATGAGC
TCTCCAGCTGGACCACTGGCATTGCTACGTGGTATGGTGATCCTAATGGTGCCGG
AAGTGAAGGTAATAGTCACTCATGAAAGAATATCTGTCATCTCAACAATCACCAT
ATAATAGCTCTGCTCAGACCGGTGTGTGGCTTCGATAGTTGTTCTGATGCATGTTT
GTGTCAATGACACCCTTTGTAGGTGGTGCATGTGGGTACCAGTATGCTGTCGACC
AACCCCCATTCTCGTCCTTGATTGCTGCTGGCAGCCCTTTCATCTACGACTCTGGA
AATGGATGTGGTTCTTGCTACCAGGTGCGTGCACTCCTTTGTGATTGAGGCGATC
GCATGCTTGCGCTTCTGCCATTTTACATCTGGAAATGCTGATTCATCAGGTGGTAT
GCTCTGGCAATCAAGCTTGCTCTGGTTACCCTGTGACTGTTGTCATCACTGACCAG
GGCCCTGGTGGGGGTCCATGCCTGAGCCAAGCAAGTGATGGCATGTGCCTAAAC
GAGGGCGCCCACTTCGACATGAGTGGGACGGCGTTTGGTGCCATGGCAAAGCCT
GGAATGGCCGATCAGCTCCGTGCCGCTGGCATCCTACAAATCCAATACACTCGGT
ATGCCGTTCATTCAGGACATGGCTGCTTGCAACCAACTGTCGTCCTCGACTAATTT
GTGTCGACCTTGCCATGACCCATGCGCATATGGATGTACAGGGTGCAGTGTGAAT
GGCCTGGAGTGGATGTAACCTTCTCTGTGGACACCGGTTCGAACCCGAACTATCT
TGCCGTGCTCATCGAGTATGAGGACACTGAAAGTGACCTATCGGGCGTCGATATC
ATGCAGAGCTCGACGGGGCAGTGGGTGCCGATGCAGCATTCGTGGGGTGCAGTG
TGGAGGCTCAACTCTGGCTCCGCCCTCCAGGGCCCGTTCCATATCCGACTGACTTT
CAGCTCAGGCAGGGTGCTCATCGCCAGCAACGCCATACCTGCAGGGTGGAACGC
CGGCGTGTCGTACCGGTCAGGAGGCGTGGCGGTGACGAGGGCCAGGCCCAGGAG
TGCTGGATGCCGGGGCTACAAGGCAGCAGGAGCATTTGGCGATTTGGTGTATCAC
CTTCTCCTGTTGTTTGTGATGTTAGCGTTGTGAATTAGTATGTTGCAAAATGCAGC
TTTGGTAGTTTTGGGATGCAGATTAGGACTACCTAGATGGACAGAGTTGTGTGTT
TTGATATTTTTCTTGTAGCTGAGGCCTAAGAGGATGGATAAGCAACTATTCTGGTT
GGACAGTGCCCATTCATGTAAATACGCGTTTCATGAAACTGACTGGGTTTTTTTTT
TTTTTGATAAATGAAACTGA



