IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.004G191600

Gene Model: Sobic.004G191600.3.p
Description: SbEXPB-31

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086
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List of domain hits .

Name Accession Description Interval E-value

[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 32-153 2.57e-83
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, PIl and P1il from Lolium perenne 161-237 6.19¢-32

SEQUENCES
Peptide
>SbhEXPB-31

MSWQEPCDPLPKNILARIVNFNASHITADPYWVAARATWYGAPTGAGPYDNGGACG
FKNVNLPPFSAMTSCGNQPLFKDGKGCGSCYQIRCVNHPACSGNPETVMITDMNYYP
VAKYHFDLSGTAFGAMAQPGRNNELRHAGIIDIQFRRVPCIYPGQTVTFHIEHGSNPN
YLAVLVEFEDGDGDVVQVDIMEANSGWWTPMRESWGSIWRMDSKRRLQGPFSLRIT
NESGERLVAYQVIPANWAPNTYYRSNIQYEAFGSAAGQAIGFGSAVGLVISSAAGLH
TVITGHIGLICLVLYHLHGIEVPQF*

CDS (coding sequence)
>SbhEXPB-31

ATGTCCTGGCAAGAGCCATGTGACCCCCTACCAAAGAATATCCTGGCTAGGATCG
TCAACTTTAATGCCTCCCACATCACGGCGGATCCCTACTGGGTGGCTGCCAGGGC
CACTTGGTATGGTGCGCCAACCGGCGCTGGCCCCTACGACAACGGTGGCGCTTGT
GGGTTCAAGAATGTGAACCTGCCTCCTTTCTCGGCCATGACATCGTGCGGCAACC
AGCCCCTGTTCAAGGATGGCAAGGGCTGTGGCTCGTGCTACCAGATACGATGCGT
CAACCACCCCGCGTGCTCTGGCAACCCGGAGACGGTGATGATCACCGACATGAA
CTACTACCCAGTCGCTAAGTACCACTTTGACCTCAGCGGCACGGCGTTTGGTGCC
ATGGCACAGCCCGGCCGCAACAACGAGCTCCGCCACGCCGGCATCATCGACATC
CAGTTCAGGAGGGTGCCCTGCATCTACCCCGGGCAGACGGTGACCTTCCACATCG
AGCACGGCTCAAACCCCAACTACTTAGCAGTGCTTGTCGAGTTCGAAGACGGCGA
TGGCGATGTGGTCCAGGTGGACATCATGGAGGCCAACTCCGGGTGGTGGACGCC
GATGCGGGAGTCGTGGGGATCCATCTGGAGGATGGACTCCAAGCGCCGGCTGCA
GGGGCCCTTCTCGCTGCGCATCACCAACGAGTCCGGCGAGAGGCTGGTGGCTTAC
CAGGTCATCCCGGCGAACTGGGCGCCCAACACCTACTACCGCTCCAACATCCAGT
ATGAGGCTTTTGGCTCTGCTGCTGGACAGGCTATTGGCTTTGGCTCTGCTGTTGGA
CTGGTCATTAGCTCTGCTGCTGGACTGCACACGGTAATTACCGGCATCATTGGCTT
GATCTGTTTGGTATTGTATCATTTGCATGGGATTGAGGTGCCTCAGTTTTAA

Nucleotide

>SbEXPB-31



GGAGCGGAGGGGGCCGCCACCTAGGGAGGGTCCGCCGATTGGGGCCAAATTTGC
GGCGCGCGGTGGCCAGCCCCCGCCGGATCCGGGCATCCGGCGACGGCGACTCGG
GCGACGCCTCCTCCACGGAGGGGAAGCCAGGGAGGGCGGACGGGAGGAGCAAC
CCGGCGTCTGGCAAAAGGGAGGCTGGGAGGAGATCCGGCGGTTGGCTGGCTCCC
CGGCGCGGCTTGCGGCGGCCACCTGCCGTACCGCCGCACTGGAGCGGAGCAAGA
GCTGAGGAGCGGCGGGGAAGCAGCCAACCCCAGCAGCAGCAGCAGCAGCAAGC
CGGCAGGCAAGCAGCGAGGTAGTTCACTAATCTCACTTCTTTGTAACTTGTTTTGG
TATCTTGCAGCTGCCTTGCGCACTGGTAGCCATGGTACTATGGTAGGAAACTAGG
GAGATAGGATTGTACTAGCACATTCGTAGCACATTGCACATTGCTGTAAGAAACT
AGGAACGCACATTGGTAGCTATGTGGTAGGAATGCGAATTTGTAAAATTCGCAAG
CAATTAGTAATTTTAAAGATGTTTTCTTCAGTGTGAATGAAGATGATATAATGGA
GACTTTTGTGGCTGTTAGGAAGCATAAGCCCAACATCGAGAATAGTGTTGTTTTC
TTATTTGAACTAACATAAGTTTATGAGTTTTTTTGGAGGCAAATTTTATATTTAAT
TATGGATTTCAGATGTTTGTAAGACAAGCTTGTGTACTTGTATTCTAAGTTAACGA
TTTACATTTGAGATATATATTTTTTTAATTATCGGACCACTCTAGCTTTAAATCCC
ATATAAGCGCCACTGACCTGATGCCTCCATTCCTTACATGGTTTGCTCCAGAGTCA
TGTGACCCGCCACCAAAGAATGTCCTGGCAAGGTGCTTCTCGCTAACCATCGAAA
CACAAAGCTTCATGTCTGCCCAGTACTAGCAACAAACGAGCTAGCCAGAAGCTTG
GAGCGTAGGATTGTAGTGGCACATTGGTAGCACATTGCGCATTGTTGTTACAAAT
TAGGAATGCACATCAGTAGCCGGCGGTAGGAATGTAAATTTGTAATTCGCAAGTA
ACTAGTAATTTGTAATGACGTTTTCTTCATTTTGAATGAAGATGGTATAATGGAGA
CTTTTAAGGCTGTTAGAAAGATAAGCCCAGCATCAAAAGAAATAGAATAGTTGTC
TTATTTGAACTATATTGAAAGTGTGAGATTTTCTGGAGGCAAATTTTATACCTAAT
TGTGGATTTGAAGATGTTGTAACACAAGTTTTTGTGCTTGTATCGTAAGTTGACAA
TTTACATTTGAGATATTAAAAAAATCCACTTATTGAACCACCCTAGCTTCAAATCC
TATATAAACGTCACTGACCTGATGCCTCCATTCCTTCCATGATTTGCTCCAGAGCC
ATGTGACCCCCTACCAAAGAATATCCTGGCTAGGTGCTTCTCGCTGACCATCGAA
ACACAGAGCTTCATGTCTGCCCAGTGCAAGCTGGTTGCGCTTGGTGCACTGATCT
TCTTCCTTCTTGTCTCGTATGGCTCATGCACTAGGATCGTCAACTTTAATGCCTCC
CACATCACGGCGGATCCCTACTGGGTGGCTGCCAGGGCCACTTGGTATGGTGCGC
CAACCGGCGCTGGCCCCTACGACAACGGTATGTACATGAATGTTGGTGCATGGTG
CCAGATCGTATATGGCATGCATTGTTGTTGGATGATCTGTAAGCTTTTGTGCATGC
AGGTGGCGCTTGTGGGTTCAAGAATGTGAACCTGCCTCCTTTCTCGGCCATGACA
TCGTGCGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTGTGGCTCGTGCTACC
AGGTACATTACTTGGTCGTACATTACTTGGTTAGAGATACTATTTCTAGGATATCA
AGAAGTTCGTTTGTGCTGTTGGCTGTCCTCGTGAAAATGGAAACAGAGACAGAAA
ACTAGAGTAACTCCTTTCATTTGTTGCTGATCTTTTTCAGATACGATGCGTCAACC
ACCCCGCGTGCTCTGGCAACCCGGAGACGGTGATGATCACCGACATGAACTACTA
CCCAGTCGCTAAGTACCACTTTGACCTCAGCGGCACGGCGTTTGGTGCCATGGCA
CAGCCCGGCCGCAACAACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCA
GGAGGTCTGTAAGATGCACTGCTCGTTTCATAGAACCACATGGCAAGCAATCTGA
AGGCCCTACACCAACAGAATCATACTTCCACTTCACAATTTGGCGTTTTTGTATGC
CTATGGACAAGCCTGTTCCAAATGAAGCATAACATGGCATGTTCCTGTAGGGTGC
CCTGCATCTACCCCGGGCAGACGGTGACCTTCCACATCGAGCACGGCTCAAACCC
CAACTACTTAGCAGTGCTTGTCGAGTTCGAAGACGGCGATGGCGATGTGGTCCAG
GTGGACATCATGGAGGCCAACTCCGGGTGGTGGACGCCGATGCGGGAGTCGTGG
GGATCCATCTGGAGGATGGACTCCAAGCGCCGGCTGCAGGGGCCCTTCTCGCTGC




GCATCACCAACGAGTCCGGCGAGAGGCTGGTGGCTTACCAGGTCATCCCGGCGA
ACTGGGCGCCCAACACCTACTACCGCTCCAACATCCAGTATGAGGCTTTTGGCTC
TGCTGCTGGACAGGCTATTGGCTTTGGCTCTGCTGTTGGACTGGTCATTAGCTCTG
CTGCTGGACTGCACACGGTAATTACCGGCATCATTGGCTTGATCTGTTTGGTATTG
TATCATTTGCATGGGATTGAGGTGCCTCAGTTTTAATTAGCACTTGAGAGGTGAC
ATGTCAGGTGTCCTACGCTGTAGGTGGTGTTTTGTGTCTTTAGAGATTTGACGAAT
GGGATGTCTGCCTGGGCCGTCGTCGGTCCAGAGTTTCATTTTCTCGAAAAAGAAT
TTATGAACCCAAATAATTTTC



