IDENTIFICATION

Species: Cucumis sativus
Locus: CsGy5G007060

Gene Model: CsGy5G007060.1
Description: CSEXPA-11
Family: Alpha Expansin

3D structure:
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Superfanilies PLNOOOS0O

Name Accession Description Interval E-value
[+] PLN00050 super family cl31535 expansin A; Provisional 30-257 867e-123
SEQUENCES

Peptide

>CsEXPA-11

MPSPALSLTLLPILLSLLTVHARIPGVYSGGQWQSAHATFYGGSDASGTMGGACGYG

NLYSQGYGVNTAALSTALFNNGLSCGACFELKCANDPQWCHSGSPSIFITATNFCPPN
YALPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKQGGIRFTINGF
RYFNLILITNVAGAGDIVKASVKGSKTEWMSMSRNWGQNWQSNAILVGQSLSFRVT

SSDRRTSTSWNIVPSNWQFGQTFTGKNFRV

CDS (coding sequence)
>CsEXPA-11

ATGCCTTCTCCTGCCCTTTCTCTTACACTTCTCCCCATTCTCCTCTCTCTTCTCACC
GTCCATGCTCGGATTCCCGGAGTTTACTCCGGTGGCCAGTGGCAGAGTGCTCATG
CTACTTTTTATGGCGGCAGCGACGCCTCCGGAACCATGGGAGGAGCTTGCGGTTA
CGGAAACTTATACAGCCAAGGCTACGGCGTAAACACGGCGGCGCTAAGCACTGC
TCTGTTCAACAACGGTTTGAGCTGCGGAGCCTGCTTCGAGCTTAAGTGCGCTAAC
GATCCGCAGTGGTGCCATTCCGGGAGTCCGTCGATTTTCATAACAGCCACAAACT
TTTGCCCGCCTAACTATGCTCTTCCAAGTGACAATGGCGGCTGGTGCAACCCTCCC
CGTCCTCACTTCGACCTTGCCATGCCAATGTTTCTCAAGATCGCCGAGTACAGAG
CCGGAATCGTTCCCGTCTCTTACCGCAGGGTACCATGCCGGAAACAAGGAGGAAT
AAGATTCACAATCAACGGCTTCCGATACTTCAACTTGATACTAATAACAAACGTG
GCAGGAGCAGGGGACATCGTGAAAGCAAGCGTAAAAGGCAGCAAAACAGAGTG
GATGAGCATGAGCAGAAATTGGGGTCAAAACTGGCAATCAAATGCCATTTTGGTC
GGTCAGTCACTTTCTTTTAGGGTAACATCCAGTGACCGTCGCACTTCCACTTCTTG
GAACATCGTCCCTTCCAATTGGCAATTTGGCCAAACTTTCACCGGCAAGAACTTC
AGAGTCTAA

Nucleotide
>CsSEXPA-11

ATGCCTTCTCCTGCCCTTTCTCTTACACTTCTCCCCATTCTCCTCTCTCTTCTCACC

GTCCATGCTCGGATTCCCGGAGTTTACTCCGGTGGCCAGTGGCAGAGTGCTCATG
CTACTTTTTATGGCGGCAGCGACGCCTCCGGAACCATGGGTATCTTCCCTCTTTCT
TCTTACTCCCATTGAATTCTTGTTGGTTTTCATTTCTCTTCAGTCTCAATATCTTGT



CACTTCTCTCTTTCCTTCATTTTCTGAGAAACTTAGCTTCTTGTGATTCTGTGAAGA
CATCCTTTGAATTTGTGTGTGTGTGTATGTGTTTTGTTCAATTGGAATTTCTCTGAG
AAACTTAGCTGTGAAGAATAATCGTCCGAATTGTGATAGTATTTTTCGTTCTCATT
CCTTATTTTTTTTCTCTTTCTACTATTGAATAGCCTAGCTAGTTATGATTATGTGGA
TGATAATTTGAATTTGTGTGTTTGATTCGAATGTTGTGTTTGCTTTTATCAATCTGA
GTTTCTTTGAGAAGCCTAGTCGTGAAAAAGAATAATCGTTCAAATTGAATTGATT
ATAAGAACATTTTACCTGGTTATTTTGTATATTTGATTCAAGTGTTGTGCGTTTGA
TGTTTTAATCTAAACTAAATTTCTCTTGGGAAACTAATTACGAACGACGGATTGA
ATTGATTTGAGAGAGAATTGTGAATTTTAATTGATTCAGGAGGAGCTTGCGGTTA
CGGAAACTTATACAGCCAAGGCTACGGCGTAAACACGGCGGCGCTAAGCACTGC
TCTGTTCAACAACGGTTTGAGCTGCGGAGCCTGCTTCGAGCTTAAGTGCGCTAAC
GATCCGCAGTGGTGCCATTCCGGGAGTCCGTCGATTTTCATAACAGCCACAAACT
TTTGCCCGCCTAACTATGCTCTTCCAAGTGACAATGGCGGCTGGTGCAACCCTCCC
CGTCCTCACTTCGACCTTGCCATGCCAATGTTTCTCAAGATCGCCGAGTACAGAG
CCGGAATCGTTCCCGTCTCTTACCGCAGGTACAAATAAACTCCTTTTTTTCTCACT
ACCTAACGGCGTCGTTTAGATACTCATAGATCACGTGCGAGAAATTAGATCTGTG
TATGAACTGGAGAAATCTCAACCATCTGATTTTCTCTGTTATTGGGTTTTGGTACT
TTACAACAATAAATTGAAAATAGAAAATTGGGTACACCCAAACAGTAATGCTTG
GATGCATCTATCCTTGTTAAGCCTAGATTCTAAGCCAAATTTTATTACCTAATAAA
TTATGAAGGGATGGTTAGATGTATTGCATCTTAGTATTTTGCATGAAAATGTGTA
GGTGTATTTGGGCGTTTGTGTATTTCATAAAATTATTTGATCATAACGGGTCATTT
GATAAATTCTTCTTTACTTAGGTGTGAATGTTTAAGTGTATTTTAGAATGCAGTCA
GTATTATTCTAGTTCCAAATCTATAATCATAGATAGTAAAAGTTTATTCAACAAAT
TTGGTTGTTATGTCTTTCTTTCAAAAAAATTTATAGTACTACAGAGTATTGCGTTC
TTTACTCTTGGTGTAGAAGTATGGTTCATTTGACTATAGTGTAGAGAAATTTCTAG
GTAGTTCATGACTTTATTGTCCTATGCCTCTCCATCATGGATGCCGTACATGGCCC
CACAATCAGCCCAAATCTCTGCTTTTGACATGAAAAATGGGCTCGGGATTTGCAT
TCTACCCATTAAATATATTTTTGGCCATTTCGTCTTCAGATCATCCCATATTGATA
AAAATGTTAAAAAGCCTTTTGTCCACTGTTGTTCAACGTTTTCATGTTCTTGTTAA
TTTGCTTTTCATTTGTCATTTCTGACTTTTCTACATTCTACAGCCTATGGTCAAAAC
TATAGTGATTTGAGAGGAAAAGAAAAAGGATGAAAGTATTATGTCTAAATTGAA
AAGAATACCTTTGAATTCTGTACAAAAAAAGTATTTTAGATTTATTTTTATATAGA
AATTGAAACATGGAGTGAATGTGGTTCTTTTTTTAAAATTCCTAAAAACGAAATT
ATACTTGAATACATTTACAAATGATATATGTGCGTCACATTCTAACTATTGATGAA
TGGACAGGGTACCATGCCGGAAACAAGGAGGAATAAGATTCACAATCAACGGCT
TCCGATACTTCAACTTGATACTAATAACAAACGTGGCAGGAGCAGGGGACATCGT
GAAAGCAAGCGTAAAAGGCAGCAAAACAGAGTGGATGAGCATGAGCAGAAATT
GGGGTCAAAACTGGCAATCAAATGCCATTTTGGTCGGTCAGTCACTTTCTTTTAG
GGTAACATCCAGTGACCGTCGCACTTCCACTTCTTGGAACATCGTCCCTTCCAATT
GGCAATTTGGCCAAACTTTCACCGGCAAGAACTTCAGAGTCTAA




