
IDENTIFICATION 

Species: Cucumis sativus 

Locus: CsGy5G007060 

Gene Model: CsGy5G007060.1 

Description: CsEXPA-11 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

http://cucurbitgenomics.org/  

KEGG: https://www.genome.jp/entry/T02486 

EXTERNAL RESOURCES 

- 

http://cucurbitgenomics.org/
https://www.genome.jp/entry/T02486


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>CsEXPA-11 

MPSPALSLTLLPILLSLLTVHARIPGVYSGGQWQSAHATFYGGSDASGTMGGACGYG

NLYSQGYGVNTAALSTALFNNGLSCGACFELKCANDPQWCHSGSPSIFITATNFCPPN

YALPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKQGGIRFTINGF

RYFNLILITNVAGAGDIVKASVKGSKTEWMSMSRNWGQNWQSNAILVGQSLSFRVT

SSDRRTSTSWNIVPSNWQFGQTFTGKNFRV 

CDS (coding sequence) 

>CsEXPA-11 

ATGCCTTCTCCTGCCCTTTCTCTTACACTTCTCCCCATTCTCCTCTCTCTTCTCACC

GTCCATGCTCGGATTCCCGGAGTTTACTCCGGTGGCCAGTGGCAGAGTGCTCATG

CTACTTTTTATGGCGGCAGCGACGCCTCCGGAACCATGGGAGGAGCTTGCGGTTA

CGGAAACTTATACAGCCAAGGCTACGGCGTAAACACGGCGGCGCTAAGCACTGC

TCTGTTCAACAACGGTTTGAGCTGCGGAGCCTGCTTCGAGCTTAAGTGCGCTAAC

GATCCGCAGTGGTGCCATTCCGGGAGTCCGTCGATTTTCATAACAGCCACAAACT

TTTGCCCGCCTAACTATGCTCTTCCAAGTGACAATGGCGGCTGGTGCAACCCTCCC

CGTCCTCACTTCGACCTTGCCATGCCAATGTTTCTCAAGATCGCCGAGTACAGAG

CCGGAATCGTTCCCGTCTCTTACCGCAGGGTACCATGCCGGAAACAAGGAGGAAT

AAGATTCACAATCAACGGCTTCCGATACTTCAACTTGATACTAATAACAAACGTG

GCAGGAGCAGGGGACATCGTGAAAGCAAGCGTAAAAGGCAGCAAAACAGAGTG

GATGAGCATGAGCAGAAATTGGGGTCAAAACTGGCAATCAAATGCCATTTTGGTC

GGTCAGTCACTTTCTTTTAGGGTAACATCCAGTGACCGTCGCACTTCCACTTCTTG

GAACATCGTCCCTTCCAATTGGCAATTTGGCCAAACTTTCACCGGCAAGAACTTC

AGAGTCTAA 

Nucleotide 

>CsEXPA-11 

ATGCCTTCTCCTGCCCTTTCTCTTACACTTCTCCCCATTCTCCTCTCTCTTCTCACC

GTCCATGCTCGGATTCCCGGAGTTTACTCCGGTGGCCAGTGGCAGAGTGCTCATG

CTACTTTTTATGGCGGCAGCGACGCCTCCGGAACCATGGGTATCTTCCCTCTTTCT

TCTTACTCCCATTGAATTCTTGTTGGTTTTCATTTCTCTTCAGTCTCAATATCTTGT



CACTTCTCTCTTTCCTTCATTTTCTGAGAAACTTAGCTTCTTGTGATTCTGTGAAGA

CATCCTTTGAATTTGTGTGTGTGTGTATGTGTTTTGTTCAATTGGAATTTCTCTGAG

AAACTTAGCTGTGAAGAATAATCGTCCGAATTGTGATAGTATTTTTCGTTCTCATT

CCTTATTTTTTTTCTCTTTCTACTATTGAATAGCCTAGCTAGTTATGATTATGTGGA

TGATAATTTGAATTTGTGTGTTTGATTCGAATGTTGTGTTTGCTTTTATCAATCTGA

GTTTCTTTGAGAAGCCTAGTCGTGAAAAAGAATAATCGTTCAAATTGAATTGATT

ATAAGAACATTTTACCTGGTTATTTTGTATATTTGATTCAAGTGTTGTGCGTTTGA

TGTTTTAATCTAAACTAAATTTCTCTTGGGAAACTAATTACGAACGACGGATTGA

ATTGATTTGAGAGAGAATTGTGAATTTTAATTGATTCAGGAGGAGCTTGCGGTTA

CGGAAACTTATACAGCCAAGGCTACGGCGTAAACACGGCGGCGCTAAGCACTGC

TCTGTTCAACAACGGTTTGAGCTGCGGAGCCTGCTTCGAGCTTAAGTGCGCTAAC

GATCCGCAGTGGTGCCATTCCGGGAGTCCGTCGATTTTCATAACAGCCACAAACT

TTTGCCCGCCTAACTATGCTCTTCCAAGTGACAATGGCGGCTGGTGCAACCCTCCC

CGTCCTCACTTCGACCTTGCCATGCCAATGTTTCTCAAGATCGCCGAGTACAGAG

CCGGAATCGTTCCCGTCTCTTACCGCAGGTACAAATAAACTCCTTTTTTTCTCACT

ACCTAACGGCGTCGTTTAGATACTCATAGATCACGTGCGAGAAATTAGATCTGTG

TATGAACTGGAGAAATCTCAACCATCTGATTTTCTCTGTTATTGGGTTTTGGTACT

TTACAACAATAAATTGAAAATAGAAAATTGGGTACACCCAAACAGTAATGCTTG

GATGCATCTATCCTTGTTAAGCCTAGATTCTAAGCCAAATTTTATTACCTAATAAA

TTATGAAGGGATGGTTAGATGTATTGCATCTTAGTATTTTGCATGAAAATGTGTA

GGTGTATTTGGGCGTTTGTGTATTTCATAAAATTATTTGATCATAACGGGTCATTT

GATAAATTCTTCTTTACTTAGGTGTGAATGTTTAAGTGTATTTTAGAATGCAGTCA

GTATTATTCTAGTTCCAAATCTATAATCATAGATAGTAAAAGTTTATTCAACAAAT

TTGGTTGTTATGTCTTTCTTTCAAAAAAATTTATAGTACTACAGAGTATTGCGTTC

TTTACTCTTGGTGTAGAAGTATGGTTCATTTGACTATAGTGTAGAGAAATTTCTAG

GTAGTTCATGACTTTATTGTCCTATGCCTCTCCATCATGGATGCCGTACATGGCCC

CACAATCAGCCCAAATCTCTGCTTTTGACATGAAAAATGGGCTCGGGATTTGCAT

TCTACCCATTAAATATATTTTTGGCCATTTCGTCTTCAGATCATCCCATATTGATA

AAAATGTTAAAAAGCCTTTTGTCCACTGTTGTTCAACGTTTTCATGTTCTTGTTAA

TTTGCTTTTCATTTGTCATTTCTGACTTTTCTACATTCTACAGCCTATGGTCAAAAC

TATAGTGATTTGAGAGGAAAAGAAAAAGGATGAAAGTATTATGTCTAAATTGAA

AAGAATACCTTTGAATTCTGTACAAAAAAAGTATTTTAGATTTATTTTTATATAGA

AATTGAAACATGGAGTGAATGTGGTTCTTTTTTTAAAATTCCTAAAAACGAAATT

ATACTTGAATACATTTACAAATGATATATGTGCGTCACATTCTAACTATTGATGAA

TGGACAGGGTACCATGCCGGAAACAAGGAGGAATAAGATTCACAATCAACGGCT

TCCGATACTTCAACTTGATACTAATAACAAACGTGGCAGGAGCAGGGGACATCGT

GAAAGCAAGCGTAAAAGGCAGCAAAACAGAGTGGATGAGCATGAGCAGAAATT

GGGGTCAAAACTGGCAATCAAATGCCATTTTGGTCGGTCAGTCACTTTCTTTTAG

GGTAACATCCAGTGACCGTCGCACTTCCACTTCTTGGAACATCGTCCCTTCCAATT

GGCAATTTGGCCAAACTTTCACCGGCAAGAACTTCAGAGTCTAA 


