IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.9G234000

Gene Model: PhHAL.9G234000.1.p
Description: PhhEXPA-21

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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DOMAIN ARCHITECTURE
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+ Name Accession Description Interval E-value
[+ PLN00193 super family cl33423 expansin-A; Provisional 29-256 3.08e-111
SEQUENCES

Peptide

>PhhEXPA-21

MATPRRLPPAVFFLAVVALLAAPAAVAAWSRGTATFYGGSDASGTMGGACGYGNL
YTTGYGTATTALSQVLFSGGASCGQCFQIACDSQTDGRWCRPGAGPVTVTATNLCPP
NYALPSNNGGWCNPPRAHFDMAQPAWVKIGVYQGGIIPVLYQRVACVRQGGVRFTI
TGFNYYELVLISNVGGSGSVASAWVQGTSTNRVPMSRNWGANWQSLAGIAGQALTF
GVTTTGGQYIVFQNVVPVNWAFGMSFMSNLQFSY™*

CDS (coding sequence)
>PhhEXPA-21

ATGGCGACGCCCAGACGACTGCCTCCGGCGGTCTTCTTCCTCGCTGTCGTCGCGCT
GCTCGCTGCGCCGGCCGCCGTGGCGGCCTGGTCCAGGGGCACGGCCACGTTCTAC
GGCGGCAGCGACGCCTCCGGCACAATGGGCGGGGCGTGCGGGTACGGCAACCTG
TACACGACGGGGTACGGCACGGCCACGACGGCGCTGAGCCAGGTGCTCTTCAGC
GGCGGCGCGTCGTGCGGCCAGTGCTTCCAGATCGCGTGCGACTCCCAGACGGATG
GGCGGTGGTGCCGCCCGGGCGCCGGCCCCGTGACGGTCACCGCCACCAACCTCTG
CCCGCCCAACTACGCGCTCCCCAGCAACAACGGCGGCTGGTGCAACCCGLCCGCG
GGCGCACTTCGACATGGCGCAGCCGGCCTGGGTCAAGATCGGCGTCTACCAGGG
CGGCATCATCCCCGTGCTGTACCAGCGCGTGGCCTGCGTCCGGCAGGGCGGCGTG
CGCTTCACCATTACGGGGTTCAACTACTACGAGCTCGTGCTCATCTCCAACGTCG
GCGGCAGCGGCTCCGTCGCCAGCGCCTGGGTCCAGGGCACGTCCACCAACCGGG
TGCCCATGAGCAGGAATTGGGGCGCGAACTGGCAGTCGCTCGCCGGGATCGCCG
GACAGGCGCTCACCTTCGGCGTCACCACCACCGGCGGACAGTACATCGTCTTCCA
GAACGTCGTGCCCGTCAACTGGGCGTTCGGCATGTCCTTCATGAGCAACCTGCAG
TTCTCCTACTGA

Nucleotide
>PhhEXPA-21

ATCGTCCATCGATCGATCTCGCCTGCGCCTCCAGGCTTCGTTCTCAGAAGATCCGT
CGACCTCAGCGGCTGGTCAGCTCCTCCGCCATCTAGCGCTTCTTATTTAAGAACCG
ATGCCAAGGCCTGGCCAGTGACTTGTAGCAACAGTAAGAGCGCACACCACCTGTC
AACTAACAGTTCTTCCTGCTTGATCCTTCGTTCGTGAGCTTCGTGGTCGGTCTTCA
CTAGCTAGATCCTACCGTTCGAGACGCCGCAGGGGGTGGTGGCAATGGCGACGC



CCAGACGACTGCCTCCGGCGGTCTTCTTCCTCGCTGTCGTCGCGCTGCTCGCTGCG
CCGGCCGCCGTGGCGGCCTGGTCCAGGGGCACGGCCACGTTCTACGGCGGCAGC
GACGCCTCCGGCACAATGGGTACGCTACTTGGGCACAATGCCTGCGTGCATAACG
CCCTGATGAAGACTAATTAATAACCCTGACCGACCATGCTGCAAATAACTGCAGG
CGGGGCGTGCGGGTACGGCAACCTGTACACGACGGGGTACGGCACGGCCACGAC
GGCGCTGAGCCAGGTGCTCTTCAGCGGCGGCGCGTCGTGCGGCCAGTGCTTCCAG
ATCGCGTGCGACTCCCAGACGGATGGGCGGTGGTGCCGCCCGGGLGLLGGLLCC
GTGACGGTCACCGCCACCAACCTCTGCCCGCCCAACTACGCGCTCCCCAGCAACA
ACGGCGGCTGGTGCAACCCGCCGCGGGCGCACTTCGACATGGCGCAGCCGGCCT
GGGTCAAGATCGGCGTCTACCAGGGCGGCATCATCCCCGTGCTGTACCAGCGCGT
GGCCTGCGTCCGGCAGGGCGGCGTGCGCTTCACCATTACGGGGTTCAACTACTAC
GAGCTCGTGCTCATCTCCAACGTCGGCGGCAGCGGCTCCGTCGCCAGCGCCTGGG
TCCAGGGCACGTCCACCAACCGGGTGCCCATGAGCAGGAATTGGGGCGCGAACT
GGCAGTCGCTCGCCGGGATCGCCGGACAGGCGCTCACCTTCGGCGTCACCACCAC
CGGCGGACAGTACATCGTCTTCCAGAACGTCGTGCCCGTCAACTGGGCGTTCGGC
ATGTCCTTCATGAGCAACCTGCAGTTCTCCTACTGATCATTCTCACCCTGCCTGCA
CTTAGAGCCTAGCTGCAAGGAGGGAGCGAGCACTGACTGCTGGCTATAGCATTCT
TCAGACCGTCAGTAGATAGATTGGAGGAAAGCTCTCCGGCTGGAGCACTTGCATC
ATGTGCAAATATGTCCTAAGTTTTCAGTTTATATTGTCAGTAATTCAGACCCCATG
TCACGCTAGCGCCTAGCTAGCCATGTACACCCTCTCTGATTAAAAAAATGTAAAT
CATTTTAGATTTGCACAAAAGAGTTAGAAGAGTGTGTGTGAAGTAACCATGTTTA
CCTTTCCATCAGTCACTCATGCACAAACGGGTAGGACTTCAGTCACCCCTTTAGTT
TTTTGTTCCACTTTTCTTACTTTGAAATGCACATTTGTTCATTCGAATGAGCTTTGA
GTTGATATAATACCCTAGAGAAGACAATAATGGAAGAAGTGTAGCACAGCTTAC
ATTTGGTCCGGTACATTTTGGATACGACGGAAGTATGGTTTTAA






