IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s04g46650

Gene Model: LOC_0s04946650.1
Description: OstEXPB-13
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015
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DOMAIN ARCHITECTURE
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Superfanilies PLNO3023

DPBB_RI1pA_EXP_N-like superfamily
List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N ©cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 45-168 7.85e-75
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 3272 1.52e-42

>0OstEXPB-13

MVSRGTFVFAVLVALPILSLPVSGYEQNYTAGRRSTMSLGRGYGWSSGGATWYGGP
QGDGSEGGACGYQSAVGQRPFSSMIAAGGPSLFKNGKGCGSCYQIKCTGNRACSGRP
VTVVITDSCPGGVCLNEAAHFDMSGTAFGAMANRGMGDRLRSAGVLKIQYKRVPCR
FAMNVAFKVDAGSNPYYLAILVQYANGDGDLAAVHIMEARGGGGWKAMQQSWG
ATWRLNSNTGKPLSPPFSIRLTSGSGKVLVANNVIPSGWQAGLTYRSTVNYAA*

CDS (coding sequence)
>OstEXPB-13

ATGGTTAGCCGGGGCACTTTCGTTTTTGCCGTCCTAGTGGCGCTACCGATACTGTC
ACTCCCCGTCTCTGGCTACGAGCAGAACTACACTGCCGGCAGACGGAGCACCATG
TCGCTGGGCAGAGGCTACGGCTGGTCCTCCGGCGGCGCGACGTGGTACGGLCGGL
CCGCAAGGCGACGGCAGCGAAGGCGGCGCGTGCGGTTACCAGAGCGLCCGTCGGG
CAGCGCCCGTTCTCGTCGATGATCGCCGCCGGCGGGCCCTCCCTCTTCAAGAATG
GCAAAGGCTGCGGCTCATGCTACCAAATTAAGTGCACCGGCAACCGGGCGTGCTC
CGGCCGCCCAGTGACCGTCGTGATCACCGACTCCTGCCCTGGAGGGGTATGCCTG
AACGAGGCGGCGCACTTCGACATGAGCGGCACCGCCTTCGGCGCCATGGCCAAC
CGTGGCATGGGCGACCGCCTCCGCTCCGCCGGAGTCCTCAAGATCCAGTATAAGA
GGGTGCCGTGCAGGTTTGCCATGAACGTGGCCTTCAAGGTGGACGCGGGCTCCAA
CCCGTACTACCTCGCCATCCTGGTCCAGTACGCGAACGGCGACGGCGACCTCGCC
GCGGTGCACATCATGGAGGCCCGCGGCGGCGGCGGGTGGAAGGCGATGCAGCAG
TCGTGGGGCGCCACCTGGCGCCTCAACTCCAACACCGGGAAGCCGCTGAGCCEGC
CGTTCTCGATCCGGCTCACCTCGGGCTCCGGCAAGGTGCTCGTCGCCAACAACGT
CATCCCCTCCGGGTGGCAGGCCGGGTTGACCTACCGATCCACCGTGAACTACGCC
GCCTAA

Nucleotide
>0OstEXPB-13

AATCCCAGCTACCTAACCGATTGCCCAACAAGAAAATAGCAATGGTTAGCCGGG
GCACTTTCGTTTTTGCCGTCCTAGTGGCGCTACCGATACTGTCACTCCCCGTCTCT




GGCTACGAGCAGAACTACACTGCCGGCAGACGGAGCACCATGTCGCTGGGCAGA
GGCTACGGCTGGTCCTCCGGCGGCGCGACGTGGTACGGCGGCCCGCAAGGCGAC
GGCAGCGAAGGTAATTAAGTCGTTGTCAAGTGGTAGTATGAACTGCATGCATGTG
CGTATTTGACCTCAAGTACTCACGTTGCCATGTTGGTTAATTAATCCAAATGCAGG
CGGCGCGTGCGGTTACCAGAGCGCCGTCGGGCAGCGCCCGTTCTCGTCGATGATC
GCCGCCGGCGGGCCCTCCCTCTTCAAGAATGGCAAAGGCTGCGGCTCATGCTACC
AAGTCAGTAGTGTATTTGTATGTTTTACCAGTCAAATGCATGGGACGTGGAGCAT
TCCTAACTAAATTAGATGTACAGATTAAGTGCACCGGCAACCGGGCGTGCTCCGG
CCGCCCAGTGACCGTCGTGATCACCGACTCCTGCCCTGGAGGGGTATGCCTGAAC
GAGGCGGCGCACTTCGACATGAGCGGCACCGCCTTCGGCGCCATGGCCAACCGT
GGCATGGGCGACCGCCTCCGCTCCGCCGGAGTCCTCAAGATCCAGTATAAGAGGT
GCCCCGCCATTGAATTTGCAAAATTATTTCTGGAGTTCTGGTCCACTCTGCAATGT
ACAAGTGCAGATTTTTACTGAATTTTTACTTTTGCCTGCAGGGTGCCGTGCAGGTT
TGCCATGAACGTGGCCTTCAAGGTGGACGCGGGCTCCAACCCGTACTACCTCGCC
ATCCTGGTCCAGTACGCGAACGGCGACGGCGACCTCGCCGCGGTGCACATCATGG
AGGCCCGCGGCGGCGGCGGGTGGAAGGCGATGCAGCAGTCGTGGGGCGCCACCT
GGCGCCTCAACTCCAACACCGGGAAGCCGCTGAGCCCGCCGTTCTCGATCCGGCT
CACCTCGGGCTCCGGCAAGGTGCTCGTCGCCAACAACGTCATCCCCTCCGGGTGG
CAGGCCGGGTTGACCTACCGATCCACCGTGAACTACGCCGCCTAATGCGGLGGLG
TCGTGCGCGACTACGTACGCGCGTGTTTGTTAACGTCGCCGCGATAGATCCATCG
CGAGGCAGAAGCTCGCCTCGTCGAAGTGAGTTCGGTGTGTGCGCGTCCGGGAATC
GTGCGCAGCCGCGGTAAAAGAGGAGTTCGATCTGTTAGTGTTAAGTGTTCGTGAT
GTGTGTTCTCCCTCCGTGGCCGTTTGCAGAGCTGCTTCTAGTGACGTCTCTTGCTT
GGTTATAACTTAACCGAATTCTGCGTTGCGATTTGCACT






