IDENTIFICATION

Species: Setaria italica

Locus: Seita.9G327100

Gene Model: Seita.9G327100.1.p
Description: SitEXPB-27
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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https://www.genome.jp/entry/gn:T02818
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DOMAIN ARCHITECTURE

128 150 175 200 228 250 278
PO S S T A SN SO N SN A TN T SN N A SN S ST SN AN SO TR S S A ST U SR |

Query seq.
rate binding zite 4 b}
Specific hits B " | Pollen_allerg_1

Superfanilies DPFBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 42227 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 48171 1.24e-83
[+ Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P1, PIl and Plil from Lolium perenne. 179-255 2.67e-28

MAAGLSFKAVALAALLSVLVAYGARAQQQPSNATESQDRSLLSYSGGWLPAKATW
YGAPTGAGPDDNGGACGFKHTNQYPFSSMTSCGNEPIFKDGKGCGSCYQIRCLKSNH
PACSGAPQTVVITDMNYYPVAKYHFDLSGTAFGAMANPGLNDKLRHAGIIDMQFRR
VPCNFPGLTINFVVQHGSNPMYLAVLVEFEDKDGDVVQVDIMQHNSGYWEPMHES
WGSIWRIDPNRPLQGPYSLRITNESGRQLVAKNVIPANYIPDTNYRSYVQY™*

CDS (coding sequence)
>SItEXPB-27

ATGGCCGCTGGGCTCTCCTTCAAGGCCGTGGCGCTTGCCGCGCTCCTCTCCGTGCT
CGTCGCCTATGGCGCTCGCGCTCAGCAGCAGCCGAGCAACGCCACGGAGTCCCA
GGACAGGTCCTTGCTGTCCTACAGCGGTGGCTGGCTCCCGGCCAAGGCCACCTGG
TACGGCGCGCCCACCGGCGCCGGCCCCGACGACAACGGCGGTGLCGTGCGGGTTC
AAGCACACCAACCAGTACCCCTTCTCGTCCATGACTTCCTGCGGCAACGAGCCCA
TCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTACCAGATTCGATGCCTCAAGAG
CAACCACCCTGCCTGCTCCGGCGCGCCGCAGACGGTGGTCATCACCGACATGAAT
TACTACCCGGTGGCCAAGTACCACTTCGACCTCAGCGGGACGGCGTTCGGCGCCA
TGGCCAACCCAGGCCTCAACGACAAGCTCCGCCACGCCGGGATCATCGACATGC
AGTTCAGGAGGGTGCCGTGCAACTTCCCGGGCCTGACCATCAACTTCGTCGTCCA
ACACGGCTCGAACCCCATGTACCTGGCGGTGCTCGTCGAGTTCGAGGACAAGGAC
GGCGACGTGGTGCAGGTGGACATCATGCAGCACAACTCCGGCTACTGGGAGCCG
ATGCACGAGTCCTGGGGATCCATCTGGAGGATCGACCCCAACCGCCCGCTCCAGG
GCCCTTACTCGCTGCGCATCACCAACGAGTCCGGCAGGCAACTCGTCGCCAAGAA
CGTCATCCCGGCCAACTACATCCCCGACACCAACTACCGCTCCTACGTCCAGTAC
TAA

Nucleotide
>SitEXPB-27

ACACAAACCAGACAGCAGGTGCCAGTGCCAAGCAGCAGCTAGCTAGTAGTTCCA
TTCGGTCCTAGCTAGTGCAGGCATGGCCGCTGGGCTCTCCTTCAAGGCCGTGGCG
CTTGCCGCGCTCCTCTCCGTGCTCGTCGCCTATGGCGCTCGCGCTCAGCAGCAGCC



GAGCAACGCCACGGAGTCCCAGGACAGGTCCTTGCTGTCCTACAGCGGTGGCTGG
CTCCCGGCCAAGGCCACCTGGTACGGCGCGCCCACCGGCGCCGGCCCCGACGAC
AACGGTATGGACCAAGATACCTCTCCGCGTGTCTCATCAGCATTTGTTGTCCGGTC
CTGGGCAATGTGGCATTGTGGCTCATCCTGTGCCGTGTCTTGGTGCTGAATCTTTG
CCAGGCGGTGCGTGCGGGTTCAAGCACACCAACCAGTACCCCTTCTCGTCCATGA
CTTCCTGCGGCAACGAGCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTA
CCAGGTGCGTTGCGTACTGATCCGGTTTCGCCATGGCGCCGATCGCCATGCACGA
TTATAGCAGTTGGTGCCCGGTCATTTTATTTGGTTGGTCAAATAAAGATGCCAGTT
AGCGTCCGCAGCGCCACAGGTTGCTCATCTTTATGATGGGCAGCTAGCTAGGCCA
GGACTAGGAGTACGTGCACCCGTTGACCTTGTGCTTGGCTTCCTCCAGATTCGAT
GCCTCAAGAGCAACCACCCTGCCTGCTCCGGCGCGCCGCAGACGGTGGTCATCAC
CGACATGAATTACTACCCGGTGGCCAAGTACCACTTCGACCTCAGCGGGACGGCG
TTCGGCGCCATGGCCAACCCAGGCCTCAACGACAAGCTCCGCCACGCCGGGATCA
TCGACATGCAGTTCAGGAGGGTGCCGTGCAACTTCCCGGGCCTGACCATCAACTT
CGTCGTCCAACACGGCTCGAACCCCATGTACCTGGCGGTGCTCGTCGAGTTCGAG
GACAAGGACGGCGACGTGGTGCAGGTGGACATCATGCAGCACAACTCCGGCTAC
TGGGAGCCGATGCACGAGTCCTGGGGATCCATCTGGAGGATCGACCCCAACCGC
CCGCTCCAGGGCCCTTACTCGCTGCGCATCACCAACGAGTCCGGCAGGCAACTCG
TCGCCAAGAACGTCATCCCGGCCAACTACATCCCCGACACCAACTACCGCTCCTA
CGTCCAGTACTAACTGCTCGCGTCGATCGATCAGATAGCCGCATGATGAGCTCCA
TCATCGGCTTAAGTGTTCTCGCTTAGTGGTGGCCGGCCGTTGTTGGCAATTGCGCT
GAGGATTTTTCACCTCAGTTCCATTGTTGGTGTGTGTGTGTGTGTGTGTCCTGAAG
ATTTGTGGGAAATTAGAGGAGGCAAGCATCAATGTGCTCTCCCGCCCACTGTCAC
TCTACCATTACCGGTGTGTAACCAGCAAAATATGGTCATAATTTATACGTGTGCT
GCTATTTAACTAGCATGCTGTCTGAAAAGCAGGACTCCCTGCCTTTTGAGCATTTC
AGCTTATTC



