IDENTIFICATION

Species: Citrus sinensis

Locus: orangel.1g024895m

Gene Model: orangel.1g024895m
Description: CisEXLA-02
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Csinensis_v1 1
Kegg: https://www.genome.jp/entry/T02983

EXTERNAL RESOURCES

https://www.citrusgenomedb.org/organism/Citrus/sinensis
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DOMAIN ARCHITECTURE
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Superfanilies PLN03023

DPBB_RIpA_EXP_N-like superfamily

List of domain hits A
Name Accession Description Interval E-value
[+] DPBB_EXLA_N cd22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 13-139  1.59e-71
[+] PLN03023 super family ci33621 Expansin-like B1; Provisional 38-243  6.87e-T1
Peptide
>CisEXLA-02

MVLFLCFLFFLFSSATACDRCVHQTKVAYFSQASALSSGACGYGSLALSFNGGHLAA
GVPSLYKDGAGCGACFQMRCKNPTLCSGRGTRVILTDLNHSNQTDFVISSRAFMALS
NQGKGQDILKLGVVDVEYKRVPCEYKNQNLAVRVEESSQKPNYLAVKVLYQGGQT
EMVAMDVAQVGSSNWGYMSRNYGAVWDTSRVPNGALQFRFVVTSGYDGKWIWA
KNVLPADWKPGMIYNSGVQITDIAKEGCSESECGDGSWK*

CDS (coding sequence)
>CisEXLA-02

ATGGTTTTGTTTCTTTGCTTTCTCTTCTTTCTCTTCTCTTCTGCTACTGCTTGTGATC
GCTGTGTGCACCAAACCAAGGTTGCTTATTTCTCCCAAGCCTCTGCACTTTCATCC
GGGGCATGTGGATATGGTTCATTAGCATTAAGCTTCAATGGTGGACACCTTGCTG
CTGGTGTTCCTTCCCTTTACAAAGATGGAGCTGGTTGTGGTGCATGCTTTCAAATG
AGATGCAAGAACCCAACTCTGTGTAGCGGCAGAGGAACCAGAGTGATTCTGACT
GATCTCAATCACAGCAACCAAACAGATTTTGTTATCAGCAGCAGAGCTTTCATGG
CCTTATCCAACCAGGGCAAGGGCCAAGACATTTTAAAACTTGGAGTTGTCGATGT
AGAATACAAAAGGGTTCCATGTGAATATAAAAACCAGAACTTGGCTGTGCGTGT
GGAAGAATCAAGTCAAAAACCAAATTATTTAGCAGTTAAAGTGTTGTATCAGGGT
GGTCAAACAGAAATGGTAGCAATGGATGTAGCTCAGGTTGGTTCTTCAAACTGGG
GTTACATGAGCAGAAATTATGGGGCAGTTTGGGATACAAGTAGAGTGCCAAATG
GGGCATTGCAGTTCAGATTTGTGGTAACATCAGGCTATGATGGCAAGTGGATTTG
GGCAAAAAATGTTCTTCCAGCTGATTGGAAACCTGGAATGATTTACAACTCTGGA
GTTCAGATCACTGATATTGCCAAAGAGGGATGCTCCGAATCTGAATGTGGTGATG
GAAGCTGGAAATGA

Nucleotide
>CisEXLA-02

CAAAAATTCTATATATAGCTCAAGCCTTTCTATTGATTTCTTGTCAAATTTTTGCA
TTTGTATCCTATCTTTCTCATTAAACAATGGTTTTGTTTCTTTGCTTTCTCTTCTTTC




TCTTCTCTTCTGCTACTGCTTGTGATCGCTGTGTGCACCAAACCAAGGTTGCTTAT
TTCTCCCAAGCCTCTGCACTTTCATGTAAGCACTAACTATGATCACTCTTTCGTAC
TTTATTAAAATCAAATTTGGCATTGACCCAGATGGTATTTTTGTAAGAATTTAAAT
GGGTAATATCTTTTTTTGGTAAATTGATGCAGCCGGGGCATGTGGATATGGTTCAT
TAGCATTAAGCTTCAATGGTGGACACCTTGCTGCTGGTGTTCCTTCCCTTTACAAA
GATGGAGCTGGTTGTGGTGCATGCTTTCAAGTATGTATTATTAGCTTTCAATTTCA
TTTTTCATTCTTTTGTTATTGATTGTGTTATCAAAATTGGTTTTTCGAACTTAATTT
GGGTACCAACATTTGTTTTGATCAGATGAGATGCAAGAACCCAACTCTGTGTAGC
GGCAGAGGAACCAGAGTGATTCTGACTGATCTCAATCACAGCAACCAAACAGAT
TTTGTTATCAGCAGCAGAGCTTTCATGGCCTTATCCAACCAGGGCAAGGGCCAAG
ACATTTTAAAACTTGGAGTTGTCGATGTAGAATACAAAAGGCAAGCAAATATTCT
CAACTTCTCTATATTAATTGTTAATGCAGCATAGCTTATTTATTATTATTATTATTA
TTTTAATCACAGTTTTGTCACACACGCCACATATAAAAAGAAAAAATGTAATAGC
AACATAATTATATATATATTGCCCCACATGATTTGCCTCTATCCCTACCCCGGGAC
AAAATATCAGGCACACATTAATTGCTTATAACGGTCCCAATTTGTATCTTATCGTA
GACTAATCATACTAATAAATGCATTTGCTCTTCTGGGTTGATGTTTCAGGGTTCCA
TGTGAATATAAAAACCAGAACTTGGCTGTGCGTGTGGAAGAATCAAGTCAAAAA
CCAAATTATTTAGCAGTTAAAGTGTTGTATCAGGGTGGTCAAACAGAAATGGTAG
CAATGGATGTAGCTCAGGTTGGTTTTTTTTTAAAAAAAAAATGAACACACATGAT
AAGTGCACATCATTTAGTTTACACGGCCCCAAAAGCCTGGCGCAAATGTAGTTCA
AAAACCGATGATGATTATGATTGCTGTTGCAAATTTTGCAGGTTGGTTCTTCAAAC
TGGGGTTACATGAGCAGAAATTATGGGGCAGTTTGGGATACAAGTAGAGTGCCA
AATGGGGCATTGCAGTTCAGATTTGTGGTAACATCAGGCTATGATGGCAAGTGGA
TTTGGGCAAAAAATGTTCTTCCAGCTGATTGGAAACCTGGAATGATTTACAACTC
TGGAGTTCAGATCACTGATATTGCCAAAGAGGGATGCTCCGAATCTGAATGTGGT
GATGGAAGCTGGAAATGAAAGAGATAAGAGTTTGATTGCCACCACTACTTATTTA
TGTGAATACACATAAATTTTGATTTGATTTCTTTCACATACAATCAGTATAATCAA
ATAACTTAGAGGATTAGAAAGTGAAGACGTATAGATTGGAAAGGTCTATACTAG
ATTTTTTTTTCTTTTTTTCTCCCCCTCAACTTTTTTAATGTAACATTGTTCTTTTGCT
GCTAAAGTAATAAAATGCCCTATTGTTCAGAATTTCTGTGTCTCTCTTTCTCACTC
TCGTTT






