
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0155s0060 

Gene Model: Kalax.0155s0060.1.p 

Description: KlEXPA-28 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-28 

MASASFALAALFATCSFLTANGFTASAWASAHATFYGGSDASGTMGGACGYGNLYS

TGYGTRTAALSTALFNNGASCGQCFKIICDFKTDPTWCRKGYSVTVTATNYCPPNYA

QANDNGGWCNPPLKHFDMAQPAWEKIGIYRGGIIPVIYQRVPCQKRGGVRFTINGRD

YFELVLISNVGGSGAIKSISVKGSKTNTWSVMSRNWGANWQSNQYLNGQALSFQVT

TDDGVTKIFSNIVPSGWTFGQTFSSSLQFT* 

CDS (coding sequence) 

>KlEXPA-28 

ATGGCGTCAGCAAGTTTTGCACTGGCTGCTCTATTTGCTACGTGCTCTTTTCTTAC

TGCCAATGGCTTCACAGCTTCCGCCTGGGCTTCAGCTCATGCCACGTTTTACGGTG

GCAGTGATGCTTCTGGAACAATGGGCGGCGCTTGTGGATATGGGAACTTGTACTC

GACCGGCTACGGGACGAGGACAGCAGCCCTGAGCACAGCATTGTTCAACAATGG

AGCGTCGTGTGGGCAGTGCTTCAAGATCATATGTGACTTCAAGACAGACCCTACT

TGGTGCAGGAAAGGCTATTCCGTCACCGTCACCGCCACCAACTACTGCCCGCCAA

ATTACGCCCAGGCCAACGACAACGGCGGCTGGTGCAACCCACCCCTCAAGCATTT

CGACATGGCCCAGCCAGCCTGGGAGAAGATTGGTATCTACAGAGGCGGCATCAT

CCCCGTCATATACCAAAGAGTTCCATGCCAGAAACGGGGAGGGGTGCGGTTTAC

GATCAACGGAAGGGATTACTTTGAGCTGGTGCTGATCAGCAATGTAGGCGGGAG

CGGAGCCATCAAGTCGATTTCGGTCAAGGGATCCAAAACTAATACTTGGAGTGTA

ATGTCTAGAAACTGGGGTGCAAACTGGCAGTCCAATCAGTACCTCAACGGCCAG

GCTCTGTCGTTCCAAGTCACAACGGACGACGGTGTCACCAAGATCTTCTCAAACA

TCGTCCCCTCCGGCTGGACCTTCGGACAGACCTTTTCCAGCTCCCTCCAATTCACA

TGA 

Nucleotide 

>KlEXPA-28 

ATGGCGTCAGCAAGTTTTGCACTGGCTGCTCTATTTGCTACGTGCTCTTTTCTTAC

TGCCAATGGCTTCACAGCTTCCGCCTGGGCTTCAGCTCATGCCACGTTTTACGGTG

GCAGTGATGCTTCTGGAACAATGGGTATGGGTCAAGATTTCAACTTTGTGTTATTC

AACTGGATATCTGACCACATTGATTACGTGGCGGCTCATGTGACTGATGTTTCATT

GTTTTGGTAAATGTTTGATTCTAGGCGGCGCTTGTGGATATGGGAACTTGTACTCG



ACCGGCTACGGGACGAGGACAGCAGCCCTGAGCACAGCATTGTTCAACAATGGA

GCGTCGTGTGGGCAGTGCTTCAAGATCATATGTGACTTCAAGACAGACCCTACTT

GGTGCAGGAAAGGCTATTCCGTCACCGTCACCGCCACCAACTACTGCCCGCCAAA

TTACGCCCAGGCCAACGACAACGGCGGCTGGTGCAACCCACCCCTCAAGCATTTC

GACATGGCCCAGCCAGCCTGGGAGAAGATTGGTATCTACAGAGGCGGCATCATC

CCCGTCATATACCAAAGGTATGTGTATATATATTTGCGCAGGCCTAAAGAATTCG

ATTTTTTATAAAATATGATTTTTTCGTTTCATTTTCTATCATGTCTGAACCCCCGCT

TGGTTTGTTTTTCATACTGACCTTTTCGCAGTTATGAAATACGAAAATTCCTATTA

TTTTCGCTGTTCGCAACCGCGAAAATTTCATGTGATTGAAGTATTTTTAGGGTTTC

AATTTTCGCAGTTACGAAGTGCGAAAATCACAGGAAATTTTTCTCGGTTGCGAAC

TGCAAAAAGGACAATATGGAAAACAAACCAAGCGGAGGTTCAAACATGATAGAG

AATGAAGCGAAAAAATCATATTTGATAAAAAAATCAAAGAATTCAGCATTCAGA

ATTTCTAATAAAATCAAAATTTTCGGCTTTTGAATTCTCTGATGATTAGGTGCGTG

CGTTTTTGAGTAATGTTTGACTGATGATCGGTTATTTGCAGAGTTCCATGCCAGAA

ACGGGGAGGGGTGCGGTTTACGATCAACGGAAGGGATTACTTTGAGCTGGTGCT

GATCAGCAATGTAGGCGGGAGCGGAGCCATCAAGTCGATTTCGGTCAAGGGATC

CAAAACTAATACTTGGAGTGTAATGTCTAGAAACTGGGGTGCAAACTGGCAGTCC

AATCAGTACCTCAACGGCCAGGCTCTGTCGTTCCAAGTCACAACGGACGACGGTG

TCACCAAGATCTTCTCAAACATCGTCCCCTCCGGCTGGACCTTCGGACAGACCTTT

TCCAGCTCCCTCCAATTCACATGA 




