IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10024478

Gene Model: Lus10024478
Description: LUsEXPA-11
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXPA-11
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq.
Superfanilies

PLNO0133
} Name Accession Description Interval E-value
[+] PLN00193 super family ci33423 expansin-A; Provisional 38-2T1 2.65e-88
SEQUENCES
Peptide

>LusEXPA-11

MKTWIPHFFFIAIAESLILLVDPIDAVGYGTTSVTRRVPVFRPSQWSVAHATFYGDETA
SATMGGACGYGNLFENGYGTDTAALSTTLFNNGYACGACYQIKCVQSPHCNSNAPF
TTVTATNICPPNWSQDSNNGGWCNPPRSHFDMSKPAFMKIAEWKAGIIPVVFRRVSC
GTSGGIRFQFQGNGYWLLVYVMNVGGGGDVGQMWVKGSKTGWISMSHNWGASY
QAFSSLRGQQLSFKLQSYTTKQVVYAWNVAPANWNVGLTYKSDVNFH*

CDS (coding sequence)
>LuseXPA-11

ATGAAGACATGGATACCCCACTTCTTTTTCATAGCAATAGCTGAAAGTCTCATAC
TGCTTGTAGACCCAATAGATGCAGTTGGCTACGGCACCACCTCCGTTACTCGTCG
TGTGCCCGTCTTTCGCCCCAGCCAATGGTCCGTAGCTCATGCAACTTTCTACGGTG
ACGAGACTGCCTCTGCTACCATGGGAGGAGCTTGTGGGTATGGGAATTTGTTCGA
AAATGGGTACGGAACAGACACAGCAGCACTGAGCACAACATTGTTCAACAACGG
TTACGCCTGCGGAGCATGCTACCAGATCAAATGCGTCCAGTCCCCTCATTGTAAC
TCAAACGCACCCTTCACGACAGTGACCGCCACCAACATCTGCCCTCCCAATTGGT
CCCAAGACTCCAACAACGGCGGGTGGTGTAACCCTCCCAGGTCGCACTTCGACAT
GTCCAAACCCGCTTTCATGAAGATCGCCGAATGGAAGGCTGGAATAATCCCAGTC
GTGTTTCGAAGGGTGTCGTGCGGGACGAGCGGCGGGATTCGATTCCAATTCCAAG
GAAACGGGTATTGGTTGTTGGTGTATGTGATGAATGTAGGAGGAGGGGGTGACG
TAGGGCAGATGTGGGTGAAAGGAAGCAAGACAGGGTGGATTAGCATGAGCCATA
ATTGGGGGGCATCCTACCAGGCATTTTCAAGCTTGAGAGGCCAGCAACTTTCCTT
CAAACTCCAATCCTACACTACTAAACAGGTTGTGTACGCTTGGAACGTTGCACCT
GCCAACTGGAATGTCGGGTTGACTTATAAGTCTGATGTCAACTTCCACTGA

Nucleotide
>LuseXPA-11

ATGAAGACATGGATACCCCACTTCTTTTTCATAGCAATAGCTGAAAGTCTCATAC
TGCTTGTAGACCCAATAGATGCAGTTGGCTACGGCACCACCTCCGTTACTCGTCG
TGTGCCCGTCTTTCGCCCCAGCCAATGGTCCGTAGCTCATGCAACTTTCTACGGTG
ACGAGACTGCCTCTGCTACCATGGGTACGTTATGTACATATATTGATTCACTTAAT
CGCATCTTCCTGATACCAGGTAGCCAATTCACCTTTTTAAACAAAATTGTGTTATC



TGTAATTTCTATAGGAGGAGCTTGTGGGTATGGGAATTTGTTCGAAAATGGGTAC
GGAACAGACACAGCAGCACTGAGCACAACATTGTTCAACAACGGTTACGCCTGC
GGAGCATGCTACCAGATCAAATGCGTCCAGTCCCCTCATTGTAACTCAAACGCAC
CCTTCACGACAGTGACCGCCACCAACATCTGCCCTCCCAATTGGTCCCAAGACTC
CAACAACGGCGGGTGGTGTAACCCTCCCAGGTCGCACTTCGACATGTCCAAACCC
GCTTTCATGAAGATCGCCGAATGGAAGGCTGGAATAATCCCAGTCGTGTTTCGAA
GGGTGTCGTGCGGGACGAGCGGCGGGATTCGATTCCAATTCCAAGGAAACGGGT
ATTGGTTGTTGGTGTATGTGATGAATGTAGGAGGAGGGGGTGACGTAGGGCAGA
TGTGGGTGAAAGGAAGCAAGACAGGGTGGATTAGCATGAGCCATAATTGGGGGG
CATCCTACCAGGCATTTTCAAGCTTGAGAGGCCAGCAACTTTCCTTCAAACTCCA
ATCCTACACTACTAAACAGGTTGTGTACGCTTGGAACGTTGCACCTGCCAACTGG
AATGTCGGGTTGACTTATAAGTCTGATGTCAACTTCCACTGA





