IDENTIFICATION

Species: Theobroma cacao

Locus: Thecc.03G151400

Gene Model: Thecc.03G151400.1.p
Description: TcCEXPB-04

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Tcacao_v2_1
KEGG: https://www.genome.jp/entry/gn:T02994

EXTERNAL RESOURCES
https://www.cacaogenomedb.org/
https://cocoa-genome-hub.southgreen.fr/node/4
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DOMAIN ARCHITECTURE

Specific hits

|5 |
Superfanilies PLN03025

DPBB_R1pA_EXP_N-like superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 43-166 228871
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 3271 6.85e-42
Peptide
>TcEXPB-04

MAPLSYICLPLAY IVLVFFCHFELCVSFKSKQFNLSTIEIHWSSAGATWY GSPDGAGS
DGGSCGYGNAVSLPPFSSMVTGIGPSLYKSGKECGACYQVKCTKHPFCSGKPVRVVI
TDFCPGGLCASDSAHFDLSGTAFGAMAIAGKEDKLRDAGVLEIRYARVACDYSGKTI
VFHVDMGSNSNYFAVLVEFEEGDGDLAGVYLKETSSGSGDWRAMQQSWGAVWKL
DAGSELHPPFSIRLKSQLSGQTLVAQNVIPQGWKPGATYRSLVNYL*

CDS (coding sequence)
>TcEXPB-04

ATGGCCCCTCTTTCTTATATTTGTTTACCTTTAGCATATATAATAGTATTAGTCTTC
TTTTGCCACTTTGAGCTGTGTGTTTCCTTCAAGTCCAAACAATTCAACTTATCAAC
CATTGAAATCCATTGGTCATCCGCCGGAGCCACTTGGTATGGCAGCCCTGACGGC
GCCGGAAGTGATGGAGGTTCTTGTGGGTATGGTAATGCAGTGTCACTGCCTCCTT
TCTCTTCCATGGTAACTGGAATCGGCCCATCTCTCTATAAATCAGGCAAAGAATG
TGGAGCCTGTTATCAGGTAAAGTGCACCAAACATCCCTTTTGTTCAGGGAAACCG
GTCAGGGTGGTGATAACAGATTTTTGCCCTGGAGGCCTTTGTGCATCCGACTCTG
CACATTTCGATCTGAGTGGAACAGCATTTGGTGCCATGGCAATTGCCGGTAAAGA
AGATAAACTTCGAGACGCTGGAGTATTGGAAATTCGATACGCAAGAGTTGCCTGT
GACTATTCAGGAAAAACAATAGTCTTCCACGTTGACATGGGGTCAAACTCTAACT
ACTTTGCAGTGCTGGTTGAGTTTGAAGAGGGAGATGGTGATCTTGCCGGTGTCTA
TCTGAAGGAGACGTCAAGTGGGTCGGGTGACTGGCGAGCCATGCAACAATCATG
GGGTGCAGTGTGGAAGCTTGATGCTGGGTCAGAATTACACCCTCCATTTTCAATC
CGATTAAAATCTCAATTATCAGGCCAAACCCTGGTTGCCCAAAACGTGATCCCAC
AAGGCTGGAAGCCTGGAGCCACGTATAGATCCTTAGTTAATTACCTGTAA

Nucleotide
>TcEXPB-04

TATATCTAAGTAGCCAATAGCAATACGTTTAAGAGTTTTTTTCCAAGCCCCTTAAA
TTATTGTAGTGCCTCTATCTAGTGCCTAGTGAAAGTGTAACTATGGCCCCTCTTTC
TTATATTTGTTTACCTTTAGCATATATAATAGTATTAGTCTTCTTTTGCCACTTTGA




GCTGTGTGTTTCCTTCAAGTCCAAACAATTCAACTTATCAACCATTGAAATCCATT
GGTCATCCGCCGGAGCCACTTGGTATGGCAGCCCTGACGGCGCCGGAAGTGATG
GTAATTAATGCAGAGAGACTTGGAAGGATGGGGTGGGTTGGGGGGGATATATAT
TAAAGCATGACTAGGCTGACTAATGAATATCGATCTATGCGTGTCATTTATGCAG
GAGGTTCTTGTGGGTATGGTAATGCAGTGTCACTGCCTCCTTTCTCTTCCATGGTA
ACTGGAATCGGCCCATCTCTCTATAAATCAGGCAAAGAATGTGGAGCCTGTTATC
AGGTAAGAACCAGCTGCAGCTTTAGAGCTAACGCCTATTGTGCAACTTGCCTGAA
TCATGCACATCAACATTGTTCAACTTGACTTCCTAGTTCCAAGTACTTGGATATGA
CACGTTTAAAACTTCTCATTTCCCCCTTTAACAATAGAAATTTCTAAGTTTAACTA
TTCCTTCAGTTTAATTTATACAAGTTTTCAAAAAGTGCATTTAGATTTTCGAGTAC
AAGTAGTGCCCATTATTAGTGGAAGTTTGAACTCAAGAGTCAAGACTTAGCACAT
GCCCATACTTAAAAAAGCACAGTACAGTATGCCACTGAGTTATACATCTCATCCT
GGCCATCCATTTCAATAGTAGCAGTCACTCGTAGCTTTTGCTTTTGTTACTACTTTT
CCTTCTTCTCTGGCAGACAATGGGATGAGATAGTTCCATATGTACAAAATTTCAG
GAGACAGAGACGGTCCCAGAAGTGTCATTTTTCATTGCCTTCCTTGTTCTTTTCAT
TCTTCGACTTGTTGAATTGCATATTCTGATCTAATTACTTTTTGCTTCTCGATCATG
CTTGTTAACAAAGGCTGACCTGATCAGTCTGTTGTTTGTTTATAGTAATTAATGTG
TCTTTTGCTATAGGTAAAGTGCACCAAACATCCCTTTTGTTCAGGGAAACCGGTC
AGGGTGGTGATAACAGATTTTTGCCCTGGAGGCCTTTGTGCATCCGACTCTGCAC
ATTTCGATCTGAGTGGAACAGCATTTGGTGCCATGGCAATTGCCGGTAAAGAAGA
TAAACTTCGAGACGCTGGAGTATTGGAAATTCGATACGCAAGGTAATAATCCTTT
TTCTAATCAATGTTATGAAAGACTGAAAAAACAATAAAAAACTTATGGTCATTTT
CAAATCATGGAAAATATACAAATTATGAGGAACAGTCCTATCATTTTTTCTTGTTT
GGCGGATTGCAGAGTTGCCTGTGACTATTCAGGAAAAACAATAGTCTTCCACGTT
GACATGGGGTCAAACTCTAACTACTTTGCAGTGCTGGTTGAGTTTGAAGAGGGAG
ATGGTGATCTTGCCGGTGTCTATCTGAAGGAGACGTCAAGTGGGTCGGGTGACTG
GCGAGCCATGCAACAATCATGGGGTGCAGTGTGGAAGCTTGATGCTGGGTCAGA
ATTACACCCTCCATTTTCAATCCGATTAAAATCTCAATTATCAGGCCAAACCCTGG
TTGCCCAAAACGTGATCCCACAAGGCTGGAAGCCTGGAGCCACGTATAGATCCTT
AGTTAATTACCTGTAAGCTTGGGCAGTGCTCCCAAGGCCATGCATCAAACAGGGA
GTTAAAGTTTAAACCCTGGAATTGTGGAAAACTCTCCCATCTTATAAGCTGAAGC
GAGACTACATGACCAAATGAGCAACGCTTAATCATGGACAATTACGTATGTTAAT
TAGCAGTTCAACTTCGGTCCTAATTAGTGATAATGTCTAATTAGTGCCTTATAATA
TTGTGCATGAGTTGATTTCATCACGTGCTCAAGATGGATGTAATTAGACATCGTTT
TCCGTTTTGCTATTTTTCATTTTTCAACACTAGTCCTCCCTAATCTCTAGAAATGAA
AAATGGTAATGGGAAAAACGGGCTAATTTTAGGTTTTCAAAAGTCCCATCCTTTA
AGAAGGCACAATGAAGAAATGAGTAA






