IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.02G321400

Gene Model: SbRi0.02G321400.1.p
Description: SbrEXPA-11

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio



https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio

GENE STRUCTURE

ShiEXPA-11
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DOMAIN ARCHITECTURE

100 125 150 175 200 225 250 274
A S T S [ SO T SR S S SO SO SO N S WO TN SO AN SO SO TN T AV WO SN T AN TN TN NSNS SN ST ST ST SO MM WO SN SO S MU SUT ST W |

Query seq.
Superfanilies PLNO0OSO

List of domain hits ol

+ Name Accession Description Interval E-value
[+] PLNOOOS0 super family cl31535 expansin A; Provisional 64-267 1.36e-63

SEQUENCES
Peptide
>ShrEXPA-11

MSGRRRRSWTIWAPLLASLLLAGLALSAKVVDEEEAEADGDDGGGASKKKKPHVN
HGKFKADPWTDGHATFYGGRDGSGTTDGGACGYKGELGKDYGALTAAVGPSLYTN
GAGCGACYELKGSKGTVVVTATNQAPPPVSGQKGEHFDLTMPAFLKIDEEKAGIVPI
TYRKVACARQGGIRYTITGNPNYNMVMVTNVGGAGDVVALSVKGNKRVKWTPMK
RSWGQLWITEVNLTGESLTFRVMTGDHRKATSWHVAPRDWTYDKTYQATKNF*

CDS (coding sequence)
>ShrEXPA-11

ATGTCTGGTCGTCGTCGTCGTTCGTGGACAATATGGGCGCCTCTCCTGGCGTCGCT
GCTGCTCGCCGGGCTGGCGCTGTCGGCCAAGGTGGTGGACGAGGAGGAGGCGGA
GGCGGACGGCGACGACGGTGGTGGCGCCAGCAAGAAGAAGAAGCCCCACGTTAA
CCACGGCAAGTTCAAGGCGGACCCGTGGACGGACGGGCACGCGACGTTCTACGG
CGGGCGCGACGGGTCCGGCACCACGGACGGCGGCGCATGCGGCTACAAGGGCGA
GCTGGGAAAGGACTACGGCGCGCTCACGGCGGCCGTGGGCCCGTCGCTCTACAC
CAACGGCGCCGGGTGCGGCGCGTGCTACGAGCTCAAGGGCTCCAAGGGCACCGT
GGTCGTGACGGCCACCAACCAGGCCCCGCCGCCGGTCAGCGGGCAGAAGGGCGA
GCACTTCGACCTCACCATGCCGGCGTTCCTCAAGATCGACGAGGAGAAGGCCGGC
ATCGTGCCCATCACCTATCGCAAGGTGGCGTGCGCGAGGCAAGGCGGCATCCGGT
ACACCATCACGGGGAACCCGAACTACAACATGGTGATGGTGACCAACGTGGGCG
GCGCCGGGGACGTGGTGGCGCTGTCGGTGAAGGGCAACAAGCGCGTCAAGTGGA
CGCCGATGAAGCGCAGCTGGGGACAGCTCTGGATCACGGAGGTCAACCTCACCG
GCGAGTCGCTGACGTTCCGCGTCATGACCGGCGACCACCGCAAGGCTACCTCCTG
GCACGTCGCGCCCCGCGACTGGACGTACGACAAAACATACCAGGCCACCAAGAA
CTTCTAG

Nucleotide
>ShrEXPA-11

CGCACCTCCACAAGCAAAGCATGCATCTAAAAATGGCGGGTGCATCATCTAAAA
AGCTGGCCAGCTACGTATATATTATCATCACGTATTAGCTTGCTAGATTCACACGC
TGACTACCAAGCAAATTAAACCATAATTAATTAACCAATCATGTCTGGTCGTCGT
CGTCGTTCGTGGACAATATGGGCGCCTCTCCTGGCGTCGCTGCTGCTCGCCGGGC



TGGCGCTGTCGGCCAAGGTGGTGGACGAGGAGGAGGCGGAGGCGGACGGCGAC
GACGGTGGTGGCGCCAGCAAGAAGAAGAAGCCCCACGTTAACCACGGCAAGTTC
AAGGCGGACCCGTGGACGGACGGGCACGCGACGTTCTACGGCGGGCGCGACGGG
TCCGGCACCACGGACGGCGGCGCATGCGGCTACAAGGGCGAGCTGGGAAAGGAC
TACGGCGCGCTCACGGCGGCCGTGGGCCCGTCGCTCTACACCAACGGCGCCGGGT
GCGGCGCGTGCTACGAGCTCAAGGGCTCCAAGGGCACCGTGGTCGTGACGGCCA
CCAACCAGGCCCCGCCGCCGGTCAGCGGGCAGAAGGGCGAGCACTTCGACCTCA
CCATGCCGGCGTTCCTCAAGATCGACGAGGAGAAGGCCGGCATCGTGCCCATCAC
CTATCGCAAGTAGGTAGCTAGGCTTCGTTCGCTTGTTTTATAAACCGTAATTTTTC
TACTAACTAGTAGTATTTTTCTCTTATAATAAATCAACGAACAATATTTTTAGTTA
TAGTTTTTCAGATAAACAAACATACTCATAGTGGTAGCACTAGCTTTCATATACAT
GCATGCATCTACGTACAAACAATTGACACGTACATGTACGTGCAGGGTGGCGTGC
GCGAGGCAAGGCGGCATCCGGTACACCATCACGGGGAACCCGAACTACAACATG
GTGATGGTGACCAACGTGGGCGGCGCCGGGGACGTGGTGGCGCTGTCGGTGAAG
GGCAACAAGCGCGTCAAGTGGACGCCGATGAAGCGCAGCTGGGGACAGCTCTGG
ATCACGGAGGTCAACCTCACCGGCGAGTCGCTGACGTTCCGCGTCATGACCGGCG
ACCACCGCAAGGCTACCTCCTGGCACGTCGCGCCCCGCGACTGGACGTACGACAA
AACATACCAGGCCACCAAGAACTTCTAGGATCGGATCATCTTCCGGCCGGCCTCT
TCTTTATGCATGCATATTTTGTATTTTTGTATACTCTCATTCAAGCTTAACATATTG
ACTGCATGGTTTGTACTGAAAAACCGAACTGAACCTCCGTCGCTGGAGTCAATAA
ACTGTTGACATGTTTCAATTTCAACACCATTGGTTTCAGCCAGAGGTTGAGATTGA
CAAAGTCCTCGTAAGCGTCTTGCATGCGGTCAATAGAAATTTCGTCTATCATTGA
ATGCAAAATATGCTGTTAAATATTTAAATATTCGCTTTTATAGAGAGTTGAGATGT
TACAAAAACTCTTGTAACCACTGGCTACAGACCA






