IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.9G337800

Gene Model: Sevir.9G337800.1.p
Description: SVEXPB-28
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1

GENE STRUCTURE

SvEXPB-28
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DOMAIN ARCHITECTURE
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Query seq.

carbohydrate binding site 4 Ak
Specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits k
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 227 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 46- 5.68e-73
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Plll from Lolium perenne 177252 8.97e-32

MGSLPNVVVAAAAVVLAALVAGGSCDPSAPKVPPGPNITTDYGGRWLAAKATWYG
QPVAAGPDDNGGACGIKNVNLPPYSGMTACGNLPIFKDGKGCGSCYQIRCGAPEECS
NKPVTVFITDMNYDPIAPYHFDLSGTAFGSMAQAGLGDKLRHRGIIDLQFRRVRCKY
AAGQKIVFHVEHGSNPNYLAVLVKFVANDGDIVQMDLKERASPEWKPMKLSWGAI
WRMDTPKALRGPFSIRLTSESGKKLVATDVIPENWKPSTVYKSNIQF*

CDS (coding sequence)
>SVEXPB-28

ATGGGATCCCTGCCCAATGTCGTCGTGGCCGCGGCCGCCGTCGTCCTGGCGGLCGL
TCGTCGCCGGCGGGTCGTGCGACCCATCAGCCCCCAAGGTGCCGCCGGGCCCCAA
CATCACGACCGACTACGGCGGCAGGTGGCTCGCCGCGAAGGCCACCTGGTACGG
CCAGCCCGTCGCCGCCGGCCCCGACGACAACGGCGGTGCGTGCGGGATCAAGAA
CGTGAACCTGCCGCCCTACAGCGGCATGACGGCCTGCGGCAACCTCCCCATCTTC
AAGGACGGCAAGGGCTGCGGCTCGTGCTACCAGATCAGATGCGGTGCGCCAGAG
GAGTGCTCCAACAAGCCGGTGACGGTGTTCATCACCGACATGAACTACGACCCCA
TCGCCCCCTACCACTTCGACCTCAGCGGCACGGCGTTCGGCTCCATGGCCCAGGC
CGGGCTCGGCGACAAGCTCCGCCACCGCGGCATCATCGACCTGCAGTTCAGGAG
GGTGCGGTGCAAGTACGCGGCCGGGCAGAAGATCGTGTTCCACGTGGAGCATGG
TTCCAACCCCAACTACCTGGCTGTGCTGGTGAAGTTCGTCGCGAACGACGGCGAC
ATCGTGCAGATGGACCTCAAGGAGAGGGCGTCGCCGGAGTGGAAGCCGATGAAG
CTCTCGTGGGGCGCCATCTGGAGGATGGACACGCCCAAGGCGCTCAGGGGGCLCC
TTCTCCATCCGCCTCACCAGTGAGTCCGGCAAGAAGCTGGTCGCCACCGACGTCA
TTCCGGAGAACTGGAAGCCCAGCACCGTCTACAAGTCCAACATCCAGTTCTAG

Nucleotide
>SvVEXPB-28

ATGGGATCCCTGCCCAATGTCGTCGTGGCCGCGGCCGCCGTCGTCCTGGCGGLGL
TCGTCGCCGGCGGGTCGTGCGACCCATCAGCCCCCAAGGTGCCGCCGGGCCCCAA
CATCACGACCGACTACGGCGGCAGGTGGCTCGCCGCGAAGGCCACCTGGTACGG
CCAGCCCGTCGCCGCCGGCCCCGACGACAACGGCGGTGCGTGCGGGATCAAGAA



CGTGAACCTGCCGCCCTACAGCGGCATGACGGCCTGCGGCAACCTCCCCATCTTC
AAGGACGGCAAGGGCTGCGGCTCGTGCTACCAGGTACGCACGTGTCAATTAAATT
GCTTGACTAGCATACGTGGGATTGGGAATGAGATCCTGAGTTCTTGACGAACTTG
ATCAATGCAACGAACTGTCCGTTGCCGCGTGCGTGCAGATCAGATGCGGTGCGCC
AGAGGAGTGCTCCAACAAGCCGGTGACGGTGTTCATCACCGACATGAACTACGA
CCCCATCGCCCCCTACCACTTCGACCTCAGCGGCACGGCGTTCGGCTCCATGGCC
CAGGCCGGGCTCGGCGACAAGCTCCGCCACCGCGGCATCATCGACCTGCAGTTCA
GGAGGTCCGCCATGATCCATCATCATTAGTTCATTACTACTGCTCGATCAAATAAT
TAAAACTTCTTCATGATCTGTGTATGCGGTATCCCTGTACGCATGCAAAAATAAT
GACATGGACCTTGCATGCAGGGTGCGGTGCAAGTACGCGGCCGGGCAGAAGATC
GTGTTCCACGTGGAGCATGGTTCCAACCCCAACTACCTGGCTGTGCTGGTGAAGT
TCGTCGCGAACGACGGCGACATCGTGCAGATGGACCTCAAGGAGAGGGCGTCGC
CGGAGTGGAAGCCGATGAAGCTCTCGTGGGGCGCCATCTGGAGGATGGACACGC
CCAAGGCGCTCAGGGGGCCCTTCTCCATCCGCCTCACCAGTGAGTCCGGCAAGAA
GCTGGTCGCCACCGACGTCATTCCGGAGAACTGGAAGCCCAGCACCGTCTACAAG
TCCAACATCCAGTTCTAG





