IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin08G114900

Gene Model: Misin08G114900.1.p
Description: McsEXPA-41
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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DOMAIN ARCHITECTURE

Superfanilies 33

List of domain hits .

Name Accession Desecription Interval E-value
[+] PLN00193 super family cl3342 expansin-A; Provisional 84-311 2 66e-125

SEQUENCES
Peptide
>McsEXPA-41

MTALFAELLRPVATRQPFPSPIPCTYAYIQQTVREKLCDRSMTKPRDTHAHMAGAAY
ARAALALALALAVATAAATVKAQQTEWLRGHATFFGGADASGTMGGACGYGNLF
AQGYGTRTTALSTALFSGGASCGQCYKLVCDRKTDATWCKPGVSVTVTATNFCPPN
SALPDGGWCNAVRAHFDMAQPAWEKIGVFSGGIIPVIYRRVSCVKKGGVRFTVNGH
DYFNLVLLTNVAGPGSIRAMDVKGSQPPVEDWMHMARNWGANWHSLTYLTGQGL
SFRVTVTDGQTIVFADVVPPKWRFGQSFASNLQFKL*

CDS (coding sequence)
>McsEXPA-41

ATGACGGCCCTTTTTGCTGAGTTGCTGCGCCCAGTCGCCACACGCCAACCTTTTCC
GTCTCCGATCCCATGCACCTACGCATATATCCAGCAAACCGTTAGAGAGAAACTG
TGTGATCGATCCATGACTAAGCCTAGAGACACGCACGCACATATGGCTGGAGCTG
CTTACGCCCGCGCCGCGCTCGCGCTCGCGCTCGCACTGGCCGTGGCCACLCGLCGC
CGCCACGGTCAAGGCGCAGCAGACCGAGTGGCTCAGGGGGCATGCCACGTTCTT
CGGCGGCGCGGACGCCTCCGGCACCATGGGGGGCGCGTGCGGGTACGGCAACCT
GTTCGCGCAGGGGTACGGGACGCGCACGACGGCGCTGAGCACGGCGCTCTTCTCC
GGCGGGGCCTCGTGCGGGCAGTGCTACAAGCTGGTGTGCGACCGCAAGACGGAC
GCGACGTGGTGCAAACCCGGCGTGTCCGTCACCGTGACCGCCACCAACTTCTGCC
CGCCAAACTCGGCGCTGCCCGACGGCGGGTGGTGCAACGCGGTGCGCGCCCACTT
CGACATGGCGCAGCCGGCGTGGGAGAAGATCGGCGTCTTCAGCGGCGGCATCAT
CCCCGTCATCTACAGGAGGGTCTCCTGCGTCAAGAAGGGCGGGGTGCGGTTCACC
GTCAACGGCCACGACTACTTCAACCTGGTGCTGCTCACCAACGTCGCCGGGLCCGG
GATCCATCAGGGCCATGGACGTCAAGGGCTCGCAGCCGCCGGTGGAGGACTGGA
TGCACATGGCGCGCAACTGGGGCGCCAACTGGCACTCCCTCACCTACCTCACCGG
CCAGGGGCTGTCCTTCAGGGTCACCGTCACCGATGGCCAGACCATCGTCTTCGCC
GACGTCGTGCCGCCCAAGTGGAGGTTCGGCCAGTCCTTCGCCAGCAACCTGCAGT
TCAAGCTGTGA



Nucleotide
>McsEXPA-41

CAACAGCCCCAAAATCTTCCCGGCCAGATCCCCTCCGTCGACGACCCGATCGATT
ATGGCAGGCATGGCTGCACTGACGAGCTAGCGCACATGCGAACATGCCTCACCTC
CACCCCCCTGGCTTTGCGCAGGATCAACCTGCTCACACTCCTCTTCATCTTTGATC
CCTGCGCGAGCGACCGCATGTGCCACGAGGGGAGATGACGGCCCTTTTTGCTGAG
TTGCTGCGCCCAGTCGCCACACGCCAACCTTTTCCGTCTCCGATCCCATGCACCTA
CGCATATATCCAGCAAACCGTTAGAGAGAAACTGTGTGATCGATCCATGACTAAG
CCTAGAGACACGCACGCACATATGGCTGGAGCTGCTTACGCCCGCGCCGCGCTCG
CGCTCGCGCTCGCACTGGCCGTGGCCACCGCCGCCGCCACGGTCAAGGCGCAGCA
GACCGAGTGGCTCAGGGGGCATGCCACGTTCTTCGGCGGCGCGGACGCCTCCGGC
ACCATGGGTAAGCTAAGCAGCCTCTGAATGCGAGCTGATATGATATAGCACTGGA
GTTTAGTCTGTCGTATGCATGCATGAGCAGGGGGCGCGTGCGGGTACGGCAACCT
GTTCGCGCAGGGGTACGGGACGCGCACGACGGCGCTGAGCACGGCGCTCTTCTCC
GGCGGGGCCTCGTGCGGGCAGTGCTACAAGCTGGTGTGCGACCGCAAGACGGAC
GCGACGTGGTGCAAACCCGGCGTGTCCGTCACCGTGACCGCCACCAACTTCTGCC
CGCCAAACTCGGCGCTGCCCGACGGCGGGTGGTGCAACGCGGTGCGCGCCCACTT
CGACATGGCGCAGCCGGCGTGGGAGAAGATCGGCGTCTTCAGCGGCGGCATCAT
CCCCGTCATCTACAGGAGGGTCTCCTGCGTCAAGAAGGGCGGGGTGCGGTTCACC
GTCAACGGCCACGACTACTTCAACCTGGTGCTGCTCACCAACGTCGCCGGGLCCGG
GATCCATCAGGGCCATGGACGTCAAGGGCTCGCAGCCGCCGGTGGAGGACTGGA
TGCACATGGCGCGCAACTGGGGCGCCAACTGGCACTCCCTCACCTACCTCACCGG
CCAGGGGCTGTCCTTCAGGGTCACCGTCACCGATGGCCAGACCATCGTCTTCGCC
GACGTCGTGCCGCCCAAGTGGAGGTTCGGCCAGTCCTTCGCCAGCAACCTGCAGT
TCAAGCTGTGATCTGACCAGAGCTAATCTAGTTAACACGTACGTGCGTGATCAAT
CATCGATGATTATTTAATTTGGACCTCCAGTCCAATATACAGTATTAATTTGGTTG
TGACTTGCATTGTGGAGAGGGTTCATTTACCATTTCTGTATGTAGTAACTTTTACC

TGCTTCGAACTTTTTTTTTTAAAAAAAAACAAGACTTGTTAATTAATTGCGACTGT
ATGCATGTGTTATGTACATAAAAAGATTTACTGATTTCATAACTATGTGCAAATTA
GCAACTCCTTTTTTTTATTTGATTACTTCACTCAATGCTCATTGCTTTTTGCTGGTA

AAAAAGTTCTTACTGTGAGCGAAACGAATTATTGTTGATGATTTGGACCACCAAT
GTAATTAATCATTTTGTTACGATAGCACGATTTGGTTGGCATGACGGGTTAATTAA
CCATTTCTATAGGAACTTGCCAGCATTAAATTAAAAACAAAACTTGTTTTTTTTCT
CGTTTGT





