
IDENTIFICATION 

Species: Sorghum bicolor Rio 

Locus: SbRio.01G576700 

Gene Model: SbRio.01G576700.1.p 

Description: SbrEXPB-21 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

https://www.sorghumbase.org/post/sorghum-bicolor-rio 

https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbrEXPB-21 

MGVNMMSWSMQVVLVVALAFLVGGAWCGPPKVAPGKNITATYGSDWLEAKATW

YGKPTGAGPDDNGGACGYKDVNKAPFNSMGACGNLPIFKDGLGCGSCFEIKCDKPA

ECSGEAVVVHITDMNYEQIAAYHFDLAGTAFGAMAKKGEEEKLRKAGIIDMQFRRV

KCKYGEKVTFHVEKGSNPNYLALLVKYVDGDGDVVGVDIKEKGGDAYQPLKHSWG

AVWRKDSDKPIKFPVTVQITTEGGTKTAYEDVIPEGWKADTTYTAK* 

CDS (coding sequence) 

>SbrEXPB-21 

ATGGGAGTGAACATGATGTCGTGGTCGATGCAGGTGGTGTTGGTGGTGGCGCTGG

CGTTTTTGGTGGGTGGTGCATGGTGCGGTCCTCCCAAGGTTGCCCCGGGCAAGAA

CATCACGGCCACCTACGGCAGCGACTGGCTGGAAGCGAAGGCGACATGGTACGG

CAAGCCGACGGGCGCCGGCCCCGACGACAACGGCGGCGCGTGCGGGTACAAGGA

TGTGAACAAGGCCCCCTTCAACAGCATGGGCGCGTGCGGCAACCTCCCCATCTTC

AAAGACGGCCTCGGCTGTGGCTCCTGCTTTGAGATCAAGTGCGACAAGCCAGCCG

AGTGCTCCGGCGAGGCTGTGGTGGTGCACATCACGGACATGAACTACGAGCAAA

TCGCCGCCTACCACTTCGACCTCGCCGGCACGGCATTCGGTGCCATGGCCAAGAA

GGGCGAGGAGGAGAAGCTGCGCAAGGCGGGCATCATCGACATGCAATTCCGCCG

GGTCAAGTGCAAGTACGGCGAAAAGGTCACCTTCCACGTGGAGAAGGGGAGCAA

CCCCAACTACCTGGCATTGCTGGTCAAGTATGTCGATGGCGACGGTGACGTTGTG

GGGGTGGACATCAAGGAGAAGGGTGGCGACGCTTACCAGCCCCTCAAGCACTCC

TGGGGCGCTGTTTGGAGGAAGGACAGCGACAAGCCCATCAAGTTCCCCGTCACTG

TCCAAATCACCACCGAGGGAGGCACCAAGACCGCCTACGAAGACGTCATCCCCG

AAGGATGGAAGGCCGACACCACGTACACTGCCAAATAA 

Nucleotide 

>SbrEXPB-21 

ATATTCATCGCCTCACAGTTACATACATTATTACATACCATCCACCGATCGACGAT

CCAAGGAAGAAGATGGGAGTGAACATGATGTCGTGGTCGATGCAGGTGGTGTTG

GTGGTGGCGCTGGCGTTTTTGGTGGGTGGTGCATGGTGCGGTCCTCCCAAGGTTG



CCCCGGGCAAGAACATCACGGCCACCTACGGCAGCGACTGGCTGGAAGCGAAGG

CGACATGGTACGGCAAGCCGACGGGCGCCGGCCCCGACGACAACGGCGGCGCGT

GCGGGTACAAGGATGTGAACAAGGCCCCCTTCAACAGCATGGGCGCGTGCGGCA

ACCTCCCCATCTTCAAAGACGGCCTCGGCTGTGGCTCCTGCTTTGAGATCAAGTG

CGACAAGCCAGCCGAGTGCTCCGGCGAGGCTGTGGTGGTGCACATCACGGACAT

GAACTACGAGCAAATCGCCGCCTACCACTTCGACCTCGCCGGCACGGCATTCGGT

GCCATGGCCAAGAAGGGCGAGGAGGAGAAGCTGCGCAAGGCGGGCATCATCGA

CATGCAATTCCGCCGGGTCAAGTGCAAGTACGGCGAAAAGGTCACCTTCCACGTG

GAGAAGGGGAGCAACCCCAACTACCTGGCATTGCTGGTCAAGTATGTCGATGGC

GACGGTGACGTTGTGGGGGTGGACATCAAGGAGAAGGGTGGCGACGCTTACCAG

CCCCTCAAGCACTCCTGGGGCGCTGTTTGGAGGAAGGACAGCGACAAGCCCATC

AAGTTCCCCGTCACTGTCCAAATCACCACCGAGGGAGGCACCAAGACCGCCTACG

AAGACGTCATCCCCGAAGGATGGAAGGCCGACACCACGTACACTGCCAAATAAG

CTATCCAGCAGACCTACCACAGATCTGGGCTGGGTTGGATTGGATCCCAGCTACC

CAAGCAATGCATTACACTTATGCATGCATTGATCCATGCATAATATCTATTTTTTA

CTGCTGCTATTGTGACGAAGACAACGTCCTCCTTCATCCTCTCCATATGTAGCTAG

AGCGAGGCTTCCTTCATCCTTTCCATATATAGCTAGGGCGAGACTCCATCCGCTTT

GTTATTATATTAAAAAAAGAGAAGGGTGAAGAAACAGAGACCGGATAAATAATA

AGTATCTAACGAGAGATTTGGGAGGCTTTTGTATGTAATAAAAGGAGAGCGAGA

TAAACAACGGTTGTCCATAGATCTCCCATGTAATCTCAATTTTATCATGCCTACAT

TTTAAGTGAATACACATTTTTTTCAAGACTAATTGAAATTTCAGATACGC 




