IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake06g217900

Gene Model: OsKitaake069217900.1.p
Description: OskEXPA-26

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326

GENE STRUCTURE

DskEXPA-26
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Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

) 7 100 128 150 17 200 25 260 281

Query seq.
Superfanilies PLNOOOS0O

+ Name Accession Description Interval E-value
[+] PLND0O50 super family cl31535 expansin A; Provisiona 52-258 2.56e-80
SEQUENCES

Peptide

>OskEXPA-26

MSSVLLFLLLLLLSGVSLSGCIRLGNGGYEEWRMGSATYIKESLGHPLNDGGGACGY

GDLDIFRYGRYTAGVSGALFGRGSACGGCYEVRCVNHVLWCLRGSPTVVVTATDFC
APNLGLSDDYGGWCNFPKEHFEMSEAAFLRVAKAKADIVPVQFRRVSCDRAGGMRF
TITGGASFLQVLITNVAADGEVAAVKVKGSRTGWIPMGRNWGQNWQCDADLRGQP

LSFEVTGGRGRTVVAYSVAPPDWMFAQTFEGKQFVE*

CDS (coding sequence)
>0OskEXPA-26

ATGAGCTCAGTGCTGCTGTTCTTGCTTCTGCTGCTGCTTTCTGGAGTGAGCTTGAG
TGGCTGCATAAGGCTTGGCAATGGCGGGTATGAGGAGTGGAGGATGGGCTCGGC
GACCTACATCAAGGAGTCCCTGGGGCACCCGCTGAATGATGGTGGTGGAGCCTGT
GGGTACGGCGACCTGGACATCTTCAGGTACGGGAGGTACACCGCCGGCGTGAGC
GGCGCGCTGTTCGGGCGCGGCAGCGCGTGCGGCGGCTGCTACGAGGTGCGGTGC
GTGAACCACGTGCTGTGGTGCCTCCGCGGCAGCCCGACGGTGGTGGTGACGGCCA
CCGACTTCTGCGCGCCCAACCTCGGACTCTCCGACGACTACGGCGGCTGGTGCAA
CTTCCCCAAGGAGCACTTCGAGATGTCGGAGGCCGCGTTCCTCCGCGTCGCCAAG
GCCAAGGCCGACATTGTGCCGGTGCAGTTCCGGAGGGTGAGCTGTGACAGGGCA
GGGGGGATGAGGTTCACCATCACCGGCGGCGCCAGCTTCCTGCAGGTGCTGATCA
CGAACGTGGCGGCGGACGGGGAGGTGGCGGCGGTGAAGGTGAAAGGGTCGAGG
ACCGGGTGGATCCCGATGGGGAGGAACTGGGGCCAGAACTGGCAGTGCGACGCC
GACCTCCGCGGCCAGCCGCTGTCGTTCGAGGTCACCGGCGGGAGGGGCCGCACG
GTCGTCGCCTACAGCGTCGCGCCGCCGGACTGGATGTTCGCGCAGACCTTCGAAG
GCAAGCAGTTCGTCGAGTAG

Nucleotide
>0OskEXPA-26

GGGTGCAATAGCAAAAGAAGGCAACCTTTGCTAATTGCTTCGCTACTCGTCCTTA
AAAGGGAAGCCGCCGCGTCTGCAGCTGCTGCAAATCCCAATAAAGCGAGAGCAG
AAAGGAAGGACCCCTTCCACCACTCTCCCCCTGTGTTGTGCCTGTGCTCCTCTCAT
CTTTGACTACCCACGATTCCAGTCTCCCACCACAGGCCAAAACACTGCAACATTT
CAGACTTCACAGTTCACAGTGAGTTCAGACCAAGAACACAAGAATACCAAAAAG



AACAGCACCAAGAACTCTCCTCCAATCCATCACAGACATTTTTCTTCCCTCCAAG
AGAGGCATTGATCATCAGAGAGTAGAGCCAGGGCGTGTGTGTGTGTGATGAGCT
CAGTGCTGCTGTTCTTGCTTCTGCTGCTGCTTTCTGGAGTGAGCTTGAGTGGCTGC
ATAAGGCTTGGCAATGGCGGGTATGAGGAGTGGAGGATGGGCTCGGCGACCTAC
ATCAAGGAGTCCCTGGGGCACCCGCTGAATGATGGTATGTGCAATCTGTGTGTGT
GTTTTTTAACAGATTAAGCTTCTGAATCTTTGTCAGTTGGTAGGATCAAGAACATA
TGCCCTTTTTCTGCATTTTTCTTTGGATGGATTCATCATGGAGATGGTGAATGTAG
TTTGCAAGGATGAATGGTGGGCAGATGGTGTAGTATTGTGCAGATCCGGCATAGT
GGGAAGTGAAGTTCAAGTTAGAAGTAGGAAACAGGAGTGAAGATTCACTGCTGA
AACTTGTTCTTCCCTTTCTCTTTCTTCAGATAGATTGTGACTCTTCGAACTGAACTT
CCAATGTGTGTCCTGTTGTTGGCAGGTCCATTTTGTTTTAATTTGTAAAAAAGGTT
AGTAAAAAGGTTTCTTTCAGGGTTATAAAAGAATGTTGGTGCCAATGCTAATAAA
GCTATCATTCCAATCAAATATTTTGTCTAATATCATTAGATAAAACCTTTTATGTG
CATTAGTGCACTAATGCTTTCCTAGTCGGACGAAAAAAACAAACGATAATACTAC
ATTATTGGACTAAGTGGGCCTTAAATTATTGGACTAATGCTGTCCTAGTAGTACC
AGTTATCTTTTTTCCTTTTAGGTAGGTTATAGAAAAGCTGAGGCACATTGAATGCA
TTTGACAATAATACTACTATAGTTATGACAGGCAATCTGGTACTATCATATGATAT
TTCCTTGCTGTTTACTGTCCATGACGTAGTACACATTTAAGTCCTTGAGAGTACAT
TTGCAGTAATTGCTCCATGGATTATTAAGTGTCAAAGTAACGCAACATATATTGT
CAGATCAAGATTCATGGCAGCCCAACCACACTGCATTTCCTCACTTGGGATATCC
TGAATTCAAGGACATCTCAACATGATCAAACTATCTAGTACCACCCTTTGTTCCA
AATAAGTTCATTTTTCATCCATTCCATACATACCAATACAAAACCACTTGTTTCAT
AAAAAGAAAAAAAAACACTTTCTTCTATTGAATTACTGAAATTGTTAAAAAAAAT
GAAATAAAATGTTAATTTGCTGCTATAATCAAATCAATAATCCACGGCAATAATC
TGCTCAAAACTCTATCTTGAAACAGGGCCTTAATCTTGACATCTTGTTGGCTACTG
TAAAGCTGATCATCTCCATCTCACTTGACAACGGAGCAAAAATTATCAATTTTTTG
TCTGAATGCAATGTGTTGTCTGAAGTCTGAACTTTGAACCTGCAAATGCAAGGTG
GTGGAGCCTGTGGGTACGGCGACCTGGACATCTTCAGGTACGGGAGGTACACCG
CCGGCGTGAGCGGCGCGCTGTTCGGGCGCGGCAGCGCGTGCGGCGGCTGCTACG
AGGTGCGGTGCGTGAACCACGTGCTGTGGTGCCTCCGCGGCAGCCCGACGGTGGT
GGTGACGGCCACCGACTTCTGCGCGCCCAACCTCGGACTCTCCGACGACTACGGC
GGCTGGTGCAACTTCCCCAAGGAGCACTTCGAGATGTCGGAGGCCGCGTTCCTCC
GCGTCGCCAAGGCCAAGGCCGACATTGTGCCGGTGCAGTTCCGGAGGTAAAACA
ATAAGCTTCTCCCACACTTTTCTTTTACATCACCATAGTCTCCAATACATGTTTTTG
TTACTTATAGTTATATGTTAGTGAAGTGAAACGAGTAGAGCGACATGGAGATATA
CATTTTTAGGACAAATTCACTACTTGCTTCGTCTCAAAATATAGCAAGCTAATACT
AGATTAGATCTAGTGTGTGTTAGCTTCGGCTCTGCTAGTATGGGTTGTTTATCGAT
CCTATTGGTGTGAGAGTTTTGACTCTTGTTTTTTTTCCCTGTACTGTTCTGAATGTT
CTCCTTCTTGGTACAATGTTTGGTCGGAAAAGCCGGCGCGGCAAAAAAAAGTACT
AGATTGGACTCAATTAGTTGTGTTCAGATTTGTAGTACTAGGTTGTGTCTAATCTA
ATACTACTAGATTACTGTATTTTAGGACGGAGAGAGTACTATCTTAGTACGATTG
AGTAGTCCAAGCAGTTTTAAGTTTGATTGCCCGTATTCTGGAACTTCATCTATCAG
AGGGAGTATTAGAGCAGGTACAATAGCAGACTATTAGCCAGCTATAAATATATTT
TAATGAGATAAAAGATGAGAGAGAAGAGCAGCGGGCTATAGATCTGTAGCCAGC
TGCAACACGGACTCCAAGACGCAGTGTGTGTATGACATGTGGGACCATATATTAA
TAGTATAGTAAGCAACTGCTATTAGATTGACTATAGATGAATTGGAGCTAGTAGT
GGGCTATACTATTAAACTTGCTCTTAGAGCAGGTACAATAGCAGGCTATAAGCCA




GCTATAAACATATTTTAAAGAGATAAAGGAAGAGAGAGAAGAGCAGTGGGCTAT
AGATCTGTAGCTAGCTGCAACACGGACTTCAAGACGTAATATGTGTATGACAGAT
GGGACCAAGTATTAATAGTATAGTAAGCAACTATTGTATGAATTAGCTATTACAT
TGGCTATAAATAATTTGGAGTTAGTAGTGAGCTACTATTAAACTTGCTCTTAGTAC
TGCACACATCATGTTCATGATTTGCTCGCTGGTCATTGATCACTTGTAGCGTATCA
TTCTGCAACTAGCTGATGTGTGAATTCTGACCATGCAAAAAGGGCATGGCGCTAT
CATTCTTGAGTAGTGCATTTGGAGTGTGTTTCTCTAGGCTGAACCAGTGCTGCTTT
TGCGAAAGTTCAGAATGATGTTTGATCATTGGAGATGGAACACAGAATATGCGG
ACAGTGCGTGTTTCCTGCTGCTTTGCATGGAGCAAAGAGCAGCTTTAAATCTTTA
ATCACTGCTGCTAGCTTCCCCCTTTTTAAATCTGACTTGTGCTTTGTTAATTATGAG
CACCTCCACAGTTTCAGACAATTGCCATGAGTGTGTCCCATTGCCCCAACTGCTG
ATGCAGGAGTACACTCCAAGTATTCCATTTTTCTAGAACTGTAGTAGTACTACAA
CTCTAACAAGATAAGGTTAAATCTTACTGCCAATCTGCTGAATTCCGCATGAGTC
AAAGCATCACTTTTTTTAACGACTCGTATTAAACAGTATGAAGTTTTATAACAAA
CTACCGCAATTTGGGTTTTCATGACATTAGCCATTGATGGATGAACTCTAGATAGT
ACTACAACTCCAATAAGAGAACCAAAAATTTAGCTGCAACTACTGATCAGCTCTG
CGTGAATCAAAGCATCAAACACATCCATGGGCGGCGGAGCTAGAGTGAGATTGA
GGGGGGTGCTACTTGTTTAATTTACTCTGTCTTATATTAAGTTTAAGCTAATGCGG
ATGTCTAAATTTGTATTGAGAATGGTGCACACGGTGAAAATAGGTTAGGTATAGC
TATAATTTTTTTTTGACCAGGTTCCTGGGCATGCCACCTTAATACTCTAGCTCCGC
CCCAGAACACATCGGCACATTGCTCATATCGGGTTCCATCTAATGAATGAACGAA
ATGAGTGGTGGTGGTGCAGGGTGAGCTGTGACAGGGCAGGGGGGATGAGGTTCA
CCATCACCGGCGGCGCCAGCTTCCTGCAGGTGCTGATCACGAACGTGGCGGCGGA
CGGGGAGGTGGCGGCGGTGAAGGTGAAAGGGTCGAGGACCGGGTGGATCCCGAT
GGGGAGGAACTGGGGCCAGAACTGGCAGTGCGACGCCGACCTCCGCGGLCCAGCC
GCTGTCGTTCGAGGTCACCGGCGGGAGGGGCCGCACGGTCGTCGCCTACAGCGTC
GCGCCGCCGGACTGGATGTTCGCGCAGACCTTCGAAGGCAAGCAGTTCGTCGAGT
AGGTGTCGACGATGTGGGTGTCATTCTTGGAATGATTGTAATTATTATGGTTATAA
TTATATTATACAGGTGAAAAACAACTGTTTTGGTTTGGTTTTGGTTTGGATGTTGT
TGTTTGATCTGCTCAGCATGGCAAACGAAATTATTATAGAGTTAATCAGTTAATG
AAGGATTGACAAAAAAAATGTTTGGCTAATCAGAGCAGTTATGTGCTATCAGTGG
TCCAGTGTTG






