IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy3G211700

Gene Model: Brasy3G211700.1.p
Description: BsyEXPB-12
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy



https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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specific hits B | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E.value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins .. 31-154 8.57Te-80
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIil from Lolium perenne 162-242 8.93e-20

>BsyEXPB-12

MAGFPGNGVALVALVTALLTYGSCASGSSGWQAAKATWYGAPTGAGPDDNGGAC
GFKNVNQYPFSSMISCGNEPLFKDGSGCGACYEIRCTKVNNPACSGKAKKIMITDMN
YYPVAKYHFDLSGTAFGAMANPGQNDQLRHAGIIDMQFRRVPCKNRGLNVNFHVQ
HGSNPNYLAVLVEYANVDGTVVQMDLRESRRGHPSGPWRPMKRSWGSIWRMDTY
RPLQGPFSLRIRSESGQTLVAKQVIPANWKLDTDYRSRVQFR*

CDS (coding sequence)
>BsyEXPB-12

ATGGCGGGGTTCCCTGGCAATGGCGTTGCGCTTGTTGCACTCGTCACCGCGCTTCT
CACGTATGGCTCTTGCGCCTCTGGCTCCTCCGGCTGGCAAGCCGCCAAGGCCACC
TGGTACGGCGCTCCTACGGGCGCCGGTCCCGACGACAACGGTGGTGCTTGCGGCT
TCAAGAATGTGAACCAGTACCCGTTTTCGTCCATGATCTCGTGCGGCAACGAGCC
CCTGTTCAAGGACGGCAGCGGCTGCGGCGCTTGCTACGAGATACGATGCACCAA
AGTCAACAACCCTGCCTGCTCCGGCAAGGCGAAGAAGATCATGATAACCGACAT
GAACTACTACCCCGTCGCGAAATACCACTTCGACCTAAGCGGCACGGCGTTCGGC
GCCATGGCCAATCCCGGCCAGAACGACCAGCTCCGCCACGCCGGCATCATCGAC
ATGCAGTTCAGGAGGGTGCCATGCAAGAACCGGGGCTTGAACGTGAACTTCCAC
GTGCAACACGGGTCGAACCCGAACTACCTGGCCGTGCTGGTGGAGTACGCGAAC
GTGGACGGGACGGTGGTGCAGATGGACCTCAGGGAGTCCAGGCGCGGGCACCCG
AGCGGCCCATGGAGGCCCATGAAACGCTCCTGGGGATCCATCTGGAGGATGGAC
ACCTACCGCCCGCTGCAAGGGCCCTTCTCCCTCCGCATCCGCAGCGAGTCCGGCC
AGACGCTGGTGGCCAAGCAGGTCATCCCGGCAAACTGGAAGCTCGACACCGACT
ACAGGTCCAGAGTCCAGTTCCGTTGA

Nucleotide
>BsyEXPB-12

GAGGCCAAGCATTGACGTAGAATTCCCGTTCCCATTCCGTTTCTGCCTATTGGCCT
CCCTATAAATGCCCTGGCAATGTGGTTCCATCCGGCCATCGAAACGGCAGACCAC
ATCTGCGTTGCTACAGCGCCAACCACCGCCTAGCTAGCTACACTAGCGCAAGAGC



TGATCGAATTGCAAGTGCAAAAGATGGCGGGGTTCCCTGGCAATGGCGTTGCGCT
TGTTGCACTCGTCACCGCGCTTCTCACGTATGGCTCTTGCGCCTCTGGCTCCTCCG
GCTGGCAAGCCGCCAAGGCCACCTGGTACGGCGCTCCTACGGGCGLCCGGTCCCG
ACGACAACGGTATGTTCCGATATATATGTTGCCGTCGAGTTACAGTGTCAATTAC
AGTACATTACTCGATCCTAATTGTGGTGATCGATGGCCGACGTACGGGGTGCATA
TGTGCAGGTGGTGCTTGCGGCTTCAAGAATGTGAACCAGTACCCGTTTTCGTCCA
TGATCTCGTGCGGCAACGAGCCCCTGTTCAAGGACGGCAGCGGCTGCGGCGCTTG
CTACGAGGTACTACTACTACTACTACTACTACTACTCAAAGCTCATTAAATTAGCT
TACTGACATTACTAGTTGATGCTAGTCATTAAATTAGATTAGTCAAAGCTCATTAA
CTGCGAGAGCTCCGTTCACACTGGAGTAGGAGTATCATGGAATACGTACATGGTG
GGTAACATGCACATCGTTGACTGTCTCGATCCTTAATTGTTTTTTTTTTCAGATAC
GATGCACCAAAGTCAACAACCCTGCCTGCTCCGGCAAGGCGAAGAAGATCATGA
TAACCGACATGAACTACTACCCCGTCGCGAAATACCACTTCGACCTAAGCGGCAC
GGCGTTCGGCGCCATGGCCAATCCCGGCCAGAACGACCAGCTCCGCCACGLCLCGG
CATCATCGACATGCAGTTCAGGAGGTGAACCATAACATTTTCCGCTCGACCCTTC
TGCATAACCGCTTGATTAATTAGCAGCAAAATCTGACGCCATCCGTTGGTGGATG
CAGGGTGCCATGCAAGAACCGGGGCTTGAACGTGAACTTCCACGTGCAACACGG
GTCGAACCCGAACTACCTGGCCGTGCTGGTGGAGTACGCGAACGTGGACGGGAC
GGTGGTGCAGATGGACCTCAGGGAGTCCAGGCGCGGGCACCCGAGCGGLCCCATG
GAGGCCCATGAAACGCTCCTGGGGATCCATCTGGAGGATGGACACCTACCGCCC
GCTGCAAGGGCCCTTCTCCCTCCGCATCCGCAGCGAGTCCGGCCAGACGCTGGTG
GCCAAGCAGGTCATCCCGGCAAACTGGAAGCTCGACACCGACTACAGGTCCAGA
GTCCAGTTCCGTTGATCTCGATTGGCAGTGTTGCATGTGTGATTGGGAAGTACTCC
CTTGAATTTTTAAATTTGGTACTACGTTAATATGGGGTCTCGATTCAACGAGATGT
GTGGGAAAAGGAAGGAGGCTAGTGGAGTAGTGTCCATGTGCTACCCCGGTCACT
ATCACAATTCCATATATGATTGATTGTAATCTTCATTCAGGTTTATCTTATATATA
TACAACATCAAGTGTGTATTCTGTCCAAGTGTACCCTCTTCATCTCGTTCAGTATG






