
IDENTIFICATION 

Species: Brachypodium stacei 

Locus: Brast09G165800 

Gene Model: Brast09G165800.1.p 

Description: BstEXPB-23 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1  

EXTERNAL RESOURCES 

https://brachypodium.org/  

 

https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1
https://brachypodium.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BstEXPB-23 

MASSRGTFLFAALGVLSVLSLPTATRGWAEGGATWYGGPYGDGSEGGACGYKSDV

GQDPFSSMIAAGGPSLFKNGKGCGACYQVKCKEDPACSGKHVTVVITDSCPDGTCQ

KEKAHFDMSGTAFGAMAKPGMADKLRNSGVLKIEFNRVPCKYNGKKISFKMDSGA

NPFYLAMLIEYEAGDGDLASVEVMEAGGSKGSAKWMPMRQSWGALWCLDSKTGK

PLQAPFSFRLTSGSGKVLVANNVVPTGWNAGKAYQANVNYAA* 

CDS (coding sequence) 

>BstEXPB-23 

ATGGCTAGCAGCCGAGGCACATTCCTATTTGCGGCACTCGGCGTACTGTCGGTCC

TATCACTTCCAACGGCAACGCGCGGCTGGGCGGAGGGCGGCGCGACGTGGTACG

GGGGACCTTACGGCGATGGCAGCGAAGGTGGGGCGTGCGGCTATAAAAGCGATG

TCGGCCAGGACCCGTTCTCGTCGATGATCGCCGCCGGCGGCCCGTCCCTCTTCAA

GAACGGCAAAGGCTGCGGCGCATGCTATCAGGTTAAGTGCAAAGAAGACCCGGC

CTGCTCCGGCAAACATGTGACCGTCGTCATCACCGACTCCTGCCCCGACGGGACA

TGCCAAAAGGAGAAGGCGCACTTCGACATGAGCGGCACCGCCTTCGGCGCCATG

GCCAAGCCCGGGATGGCCGATAAGCTCCGTAACTCCGGAGTCCTCAAGATCGAAT

TCAACAGGGTGCCGTGCAAGTACAACGGCAAGAAGATTAGCTTCAAGATGGACT

CGGGCGCCAACCCATTCTACCTCGCCATGCTGATCGAGTACGAGGCCGGCGACGG

AGACCTTGCCTCCGTGGAAGTCATGGAGGCCGGCGGCAGCAAGGGCAGCGCCAA

GTGGATGCCGATGCGGCAGTCGTGGGGCGCCTTGTGGTGTCTCGATTCAAAGACC

GGGAAGCCTCTGCAGGCCCCGTTCTCGTTCCGGCTCACCTCGGGTTCCGGCAAGG

TGCTCGTCGCAAACAACGTCGTCCCCACCGGGTGGAATGCAGGGAAGGCCTACC

AAGCCAACGTGAACTACGCCGCCTAA 

Nucleotide 

>BstEXPB-23 

CAACCAAAGGAAACAATGGCTAGCAGCCGAGGCACATTCCTATTTGCGGCACTC

GGCGTACTGTCGGTCCTATCACTTCCAACGGCAACGCGCGGCTGGGCGGAGGGCG

GCGCGACGTGGTACGGGGGACCTTACGGCGATGGCAGCGAAGGTAAATTCATAT



GCACGATATGTAACATTGACCTCACTAATTAACTTGTCAGAATGCCGGAAAAAAG

AGAGACTCTGTTACACCAATGCGACACGCATATGCAGGTGGGGCGTGCGGCTATA

AAAGCGATGTCGGCCAGGACCCGTTCTCGTCGATGATCGCCGCCGGCGGCCCGTC

CCTCTTCAAGAACGGCAAAGGCTGCGGCGCATGCTATCAGGCCAGTATATATGCA

CACAGTGTTGCTTGTTTCATGCTCATGCATGTGTGCCACGATATAATTAACTTGCA

GATGTTAATCTGGCGTCCTAATTGATCAAATCGGTTTACCGGGCGATATATCGAT

CCATGTCGTCGTGCAGGTTAAGTGCAAAGAAGACCCGGCCTGCTCCGGCAAACAT

GTGACCGTCGTCATCACCGACTCCTGCCCCGACGGGACATGCCAAAAGGAGAAG

GCGCACTTCGACATGAGCGGCACCGCCTTCGGCGCCATGGCCAAGCCCGGGATG

GCCGATAAGCTCCGTAACTCCGGAGTCCTCAAGATCGAATTCAACAGGTGCACAC

GAATTCGATCGAGTCTTAGTTCACAAATAATCTCTTCAGGTTATGGCACATGCAT

GTATGCACTGACATTAAATGGTTTACTACTTTTCACCAGGGTGCCGTGCAAGTAC

AACGGCAAGAAGATTAGCTTCAAGATGGACTCGGGCGCCAACCCATTCTACCTCG

CCATGCTGATCGAGTACGAGGCCGGCGACGGAGACCTTGCCTCCGTGGAAGTCAT

GGAGGCCGGCGGCAGCAAGGGCAGCGCCAAGTGGATGCCGATGCGGCAGTCGTG

GGGCGCCTTGTGGTGTCTCGATTCAAAGACCGGGAAGCCTCTGCAGGCCCCGTTC

TCGTTCCGGCTCACCTCGGGTTCCGGCAAGGTGCTCGTCGCAAACAACGTCGTCC

CCACCGGGTGGAATGCAGGGAAGGCCTACCAAGCCAACGTGAACTACGCCGCCT

AATTAAGGGCATGTTTTTGGCCGTTGGATGCAGTTTGATCGAATATAAAGGCGGA

GCCGAGAAGATTTGGGAGCCCGGGCACGCTAGCCCCAAGCTAATTACAGGAATT

TGAGAACTGCAATAAGTCAATCAGATACCTGATTTGGATACATATTGTGCAAGTG

TAAGCACCATGTTTCAAAATCGCAAATTCTCTACAGTTGTGAAGTCAAACAACCG

ATGCAATA 


