IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast09G165800

Gene Model: Brast09G165800.1.p
Description: BStEXPB-23
Family: Beta Expansin

3D structure:
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List of domain hits .
Name Accession Description Interval E-value
[+] DPBB_EXPB_N ¢d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 28-151 2.52e-71
[+] Pollen_allerg_1 pfam01357 Pollen allergen. This family contains allergens lol Pl, Pl and PIIl from Lolium perenne 160-241 3.44e-30
Peptide

>BsStEXPB-23

MASSRGTFLFAALGVLSVLSLPTATRGWAEGGATWYGGPYGDGSEGGACGYKSDV
GQDPFSSMIAAGGPSLFKNGKGCGACYQVKCKEDPACSGKHVTVVITDSCPDGTCQ

KEKAHFDMSGTAFGAMAKPGMADKLRNSGVLKIEFNRVPCKYNGKKISFKMDSGA
NPFYLAMLIEYEAGDGDLASVEVMEAGGSKGSAKWMPMRQSWGALWCLDSKTGK
PLQAPFSFRLTSGSGKVLVANNVVPTGWNAGKAYQANVNYAA*

CDS (coding sequence)
>BstEXPB-23

ATGGCTAGCAGCCGAGGCACATTCCTATTTGCGGCACTCGGCGTACTGTCGGTCC
TATCACTTCCAACGGCAACGCGCGGCTGGGCGGAGGGCGGCGCGACGTGGTACG
GGGGACCTTACGGCGATGGCAGCGAAGGTGGGGCGTGCGGCTATAAAAGCGATG
TCGGCCAGGACCCGTTCTCGTCGATGATCGCCGCCGGCGGCCCGTCCCTCTTCAA
GAACGGCAAAGGCTGCGGCGCATGCTATCAGGTTAAGTGCAAAGAAGACCCGGC
CTGCTCCGGCAAACATGTGACCGTCGTCATCACCGACTCCTGCCCCGACGGGACA
TGCCAAAAGGAGAAGGCGCACTTCGACATGAGCGGCACCGCCTTCGGCGCCATG
GCCAAGCCCGGGATGGCCGATAAGCTCCGTAACTCCGGAGTCCTCAAGATCGAAT
TCAACAGGGTGCCGTGCAAGTACAACGGCAAGAAGATTAGCTTCAAGATGGACT
CGGGCGCCAACCCATTCTACCTCGCCATGCTGATCGAGTACGAGGCCGGCGACGG
AGACCTTGCCTCCGTGGAAGTCATGGAGGCCGGCGGCAGCAAGGGCAGCGCCAA
GTGGATGCCGATGCGGCAGTCGTGGGGCGCCTTGTGGTGTCTCGATTCAAAGACC
GGGAAGCCTCTGCAGGCCCCGTTCTCGTTCCGGCTCACCTCGGGTTCCGGCAAGG
TGCTCGTCGCAAACAACGTCGTCCCCACCGGGTGGAATGCAGGGAAGGCCTACC
AAGCCAACGTGAACTACGCCGCCTAA

Nucleotide
>BstEXPB-23

CAACCAAAGGAAACAATGGCTAGCAGCCGAGGCACATTCCTATTTGCGGCACTC
GGCGTACTGTCGGTCCTATCACTTCCAACGGCAACGCGCGGCTGGGCGGAGGGCG
GCGCGACGTGGTACGGGGGACCTTACGGCGATGGCAGCGAAGGTAAATTCATAT



GCACGATATGTAACATTGACCTCACTAATTAACTTGTCAGAATGCCGGAAAAAAG
AGAGACTCTGTTACACCAATGCGACACGCATATGCAGGTGGGGCGTGCGGCTATA
AAAGCGATGTCGGCCAGGACCCGTTCTCGTCGATGATCGCCGCCGGCGGCCCGTC
CCTCTTCAAGAACGGCAAAGGCTGCGGCGCATGCTATCAGGCCAGTATATATGCA
CACAGTGTTGCTTGTTTCATGCTCATGCATGTGTGCCACGATATAATTAACTTGCA
GATGTTAATCTGGCGTCCTAATTGATCAAATCGGTTTACCGGGCGATATATCGAT
CCATGTCGTCGTGCAGGTTAAGTGCAAAGAAGACCCGGCCTGCTCCGGCAAACAT
GTGACCGTCGTCATCACCGACTCCTGCCCCGACGGGACATGCCAAAAGGAGAAG
GCGCACTTCGACATGAGCGGCACCGCCTTCGGCGCCATGGCCAAGCCCGGGATG
GCCGATAAGCTCCGTAACTCCGGAGTCCTCAAGATCGAATTCAACAGGTGCACAC
GAATTCGATCGAGTCTTAGTTCACAAATAATCTCTTCAGGTTATGGCACATGCAT
GTATGCACTGACATTAAATGGTTTACTACTTTTCACCAGGGTGCCGTGCAAGTAC
AACGGCAAGAAGATTAGCTTCAAGATGGACTCGGGCGCCAACCCATTCTACCTCG
CCATGCTGATCGAGTACGAGGCCGGCGACGGAGACCTTGCCTCCGTGGAAGTCAT
GGAGGCCGGCGGCAGCAAGGGCAGCGCCAAGTGGATGCCGATGCGGCAGTCGTG
GGGCGCCTTGTGGTGTCTCGATTCAAAGACCGGGAAGCCTCTGCAGGCCCCGTTC
TCGTTCCGGCTCACCTCGGGTTCCGGCAAGGTGCTCGTCGCAAACAACGTCGTCC
CCACCGGGTGGAATGCAGGGAAGGCCTACCAAGCCAACGTGAACTACGCCGCCT
AATTAAGGGCATGTTTTTGGCCGTTGGATGCAGTTTGATCGAATATAAAGGCGGA
GCCGAGAAGATTTGGGAGCCCGGGCACGCTAGCCCCAAGCTAATTACAGGAATT
TGAGAACTGCAATAAGTCAATCAGATACCTGATTTGGATACATATTGTGCAAGTG
TAAGCACCATGTTTCAAAATCGCAAATTCTCTACAGTTGTGAAGTCAAACAACCG
ATGCAATA



