IDENTIFICATION

Species: Prunus persica

Locus: Prupe.3G155600

Gene Model: Prupe.3G155600.1.p
Description: PrpEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppersica_v2_ 1
KEGG: https://www.genome.jp/entry/gn:T03092

EXTERNAL RESOURCES
https://www.rosaceae.org/species/prunus persica/genome v2.0.al



https://phytozome-next.jgi.doe.gov/info/Ppersica_v2_1
https://www.genome.jp/entry/gn:T03092
https://www.rosaceae.org/species/prunus_persica/genome_v2.0.a1
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Query seq,

binding site 4 A
Specific hits | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 40-161 3.76e-68
[+ Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol PI, PIl and Pill from Lolium perenne 169-245 6.74e-27

>PrpEXPB-03

MQLLLRHGSGLLLVLLVANCLGRLVASAQVQHPVGTHTVWLPAIATWYGSPEGDGS
DGGACGYGSMVDVKPLRARVGAVNPVLFKNGEGCGACYKVKCLDKSICSRRAVTII
VTDECPGCSKDRTQFDLSGAAFGRMAVAGEGGLLRNRGELSVLYRRTPCKYPGRQV
AFHVNEGSTNFWLSLLVEFEDGDGDVGSMHIRPASSSEWIQMNHVWGANWCINGGP
LNGPFSVKITTLSTAKTLSARDVIPSNWSPKATYTSRLNFHS*

CDS (coding sequence)
>PrpEXPB-03

ATGCAGCTCCTCCTCCGTCATGGCTCTGGGCTTCTGCTGGTTCTCCTGGTGGCCAA
TTGTTTGGGGCGGCTTGTCGCCTCAGCTCAAGTTCAGCACCCGGTGGGGACGCAC
ACGGTATGGCTCCCAGCCATCGCCACCTGGTACGGCAGCCCCGAAGGAGACGGC
AGCGACGGCGGAGCATGTGGGTACGGGTCGATGGTGGACGTGAAGCCGTTGAGG
GCGAGGGTGGGAGCAGTGAACCCGGTGCTGTTCAAGAACGGCGAGGGGTGCGGG
GCGTGCTACAAAGTGAAGTGCCTGGACAAGAGCATATGCTCGAGAAGAGCGGTG
ACGATAATCGTGACGGACGAGTGCCCCGGTTGCTCCAAGGATAGGACCCAATTCG
ATCTCAGCGGCGCCGCCTTCGGGCGCATGGCTGTGGCCGGTGAAGGTGGCTTGCT
CAGAAACCGAGGCGAACTCTCAGTCCTTTACCGACGGACACCATGTAAATATCCA
GGGAGGCAGGTGGCCTTCCATGTAAATGAAGGTTCAACAAATTTTTGGCTCTCAC
TTCTGGTAGAGTTTGAGGACGGAGATGGAGACGTTGGATCAATGCATATAAGACC
AGCAAGTTCTAGTGAGTGGATACAGATGAACCATGTATGGGGTGCTAATTGGTGC
ATAAATGGAGGACCCTTAAACGGGCCTTTCTCAGTGAAGATAACGACGCTCTCAA
CAGCAAAAACTCTTTCTGCCAGAGATGTGATTCCAAGCAATTGGTCTCCAAAAGC
CACTTACACTTCTCGCCTAAATTTCCACTCCTAG

Nucleotide
>PrpEXPB-03

TATTCCTTTATAAAGAGCAACCCATAGACCAAGAGACCCAAAACCCCACTACGCC
TTGAAAACAGTTCATAACTGTCGGCAGAGCTTTGGGTTCACTGTTGACCAAAACC
AGTTTGAAGCTGGTGACGCCGCCGACAAGACCCACTCAAGCTCAGCGCACAATG
CAGCTCCTCCTCCGTCATGGCTCTGGGCTTCTGCTGGTTCTCCTGGTGGCCAATTG



TTTGGGGCGGCTTGTCGCCTCAGCTCAAGTTCAGCACCCGGTGGGGACGCACACG
GTATGGCTCCCAGCCATCGCCACCTGGTACGGCAGCCCCGAAGGAGACGGCAGC
GACGGTAAGCCCCTACCCATAGACCCCATTTGGTTTTAGCACACAATGCAGCTTA
TTTGGACCGTTAGAGTTGCTAATTGTACCATCTCAATTAATTATCTACAGAAATAA
TAATACGTCACACAGTCACATAATTAATTGAGATGGTACAAATAATTTTATTTTTT
TTATTAATTATGCAAGAGCTTTCTAATTGAAGTGAAATTACATTTATTATAAAGAT
GCTACATTTTAATATATGTAGTCAATTAAGATGGTACAAATAGTTTTATTCGCATA
ATAATTGCGGTGGCCACGTAATTTTGGTAGGCGGAGCATGTGGGTACGGGTCGAT
GGTGGACGTGAAGCCGTTGAGGGCGAGGGTGGGAGCAGTGAACCCGGTGCTGTT
CAAGAACGGCGAGGGGTGCGGGGCGTGCTACAAAGTGAAGTGCCTGGACAAGAG
CATATGCTCGAGAAGAGCGGTGACGATAATCGTGACGGACGAGTGCCCCGGTTG
CTCCAAGGATAGGACCCAATTCGATCTCAGCGGCGCCGCCTTCGGGCGCATGGCT
GTGGCCGGTGAAGGTGGCTTGCTCAGAAACCGAGGCGAACTCTCAGTCCTTTACC

GACGGTGTGTACGAAATGCCATCTTTTTTGGCTTTAACGGTCTTTTTCAGTTTCTTT
TTTGGAACCTTTTGTTTATTTGTTAATTAATTTTCTTTATTATCTTTTGGAATTGGC
TCTTTTTTTTTTCTTTTTTTTTTATAACAAATCTTCATAAAAAGCACAATTAAAGCA

TTGGTTGTAAATTTGGATTTGTTTGTATCCACAGGACACCATGTAAATATCCAGGG
AGGCAGGTGGCCTTCCATGTAAATGAAGGTTCAACAAATTTTTGGCTCTCACTTCT
GGTAGAGTTTGAGGACGGAGATGGAGACGTTGGATCAATGCATATAAGACCAGT
ACGTATACCTATATATTTCTCCTTCTCCTTTTTATATATGTTGTTATGTTTGAAATT
TGTTGATGATTGTCATTAGTGAATTTTATGAATTGTACTTTACGTTAAATAATTAT
TGTCAACGGAAAAATTATGTCACGCCAAGACTTGAAAGAAACTGAGAAAAGCAT
TTCCGTCCTTTTTCTTTTCCGATTCTCATTTTCTACCAATAACTGTCTTTTAAGATT
AACCTTTATGTCCACAGTGACACTAGGTTTTTTTTAAAATCTTTTTTATTCCTTTGA
ACTACATTATTGTACCTAATAGGACTAGTCACAACTAGATCTTGAACTCTGTCGC
ATATATACATTATTCTCGCATCCATGTCAATCGAACTTGAGTTCTCGTCCAATAAA
GTTGATATACAAACTTTCACTAGATCTAAGATTTGTTGGTGATAAAGTAGACATA
CAATATTCTTCTCTCTTACTTTCCATAAATCAAAAGATTCATATCAACATATTCTG
TGCATGACAAATCAAAAAAAAGGCAAAGATGGTTTCCCTTGATGAATAAATTGGT
GAAGTATAATTTCCTTACTTATTTATAACGTTTGTTTACGAAATTAAAATTTTATG
TGGCAGGCAAGTTCTAGTGAGTGGATACAGATGAACCATGTATGGGGTGCTAATT
GGTGCATAAATGGAGGACCCTTAAACGGGCCTTTCTCAGTGAAGATAACGACGCT
CTCAACAGCAAAAACTCTTTCTGCCAGAGATGTGATTCCAAGCAATTGGTCTCCA
AAAGCCACTTACACTTCTCGCCTAAATTTCCACTCCTAGCTAACTAATGGCAACA
GCACTTTTGCACAGGCGTGGTCTTGGACAAAGAGGTCAAGATGTAGAAGCACTTT
TTTTAACTAAGCACTTCCTAGTCCCACAGAAAAGGGCTTGTCCCCATGACCCAAA
AGTAGCCGTTGGATTGCACTAATTATAATGGCATCCAATGCTCTTTCTTTTTTCTTT
TACTACTTTGTACTGTTCAACTGGTTTTGTTTGTAGATGTGCACTACTGATGAGAT
GTAGCCCTCTCCAAAAGGAGAGAGAGCGTGTGTTCTTTGCTTCACTAATGCTATG
TAAGATTGTGGGCCCAATGGGTTTTTAATGAATCTAAACCGTTGGATTGCTGTCTA
ATGTGTCCAATCTG




